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Supplementary Figure 1. Alignment of VMP1 proteins across the eukaryotic tree.
Orthologs from each of the representative species were aligned using the Clustal
algorithm. Amino acids with conserved identity or charge are highlighted. Genbank
Accession numbers of each protein are as follows: T.b. CBH17802, D.d. XP_638348,

C.e. NP_499688, H.s. CAB66646, A.t. NP_974552, T.t. XP_001019558, P.s. EGZ29482.

Supplementary Figure 2. Alignment of EI24 proteins across the eukaryotes.
Orthologs from each of the representative species were aligned using the Clustal
algorithm. Amino acids with conserved identity or charge are highlighted. Accession
numbers of each protein are as follows: C.e. NP_498575, T.t. XP_001029863, T.b.
XP_843973, A.t. NP_849325, D.d. XP_638676, N.g. XP_002677290, P.s. EGZ28405, H.s.

NP_004870.
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