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Supplemental Figure 1. Distribution of the depth of coverage from single-end 51 bp sequencing on Illumina Hi-Seq. 
The mutant pool has on an average of 11 x coverage and the non mutant pool has on an average of 14 x coverage.

	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
	  
Figure	  S1	  	  	  Distribution	  of	  the	  depth	  of	  coverage	  from	  single-‐end	  51	  bp	  sequencing	  on	  Illumina	  Hi-‐Seq.	  The	  mutant	  pool	  has	  on	  an	  average	  of	  11	  x	  coverage	  and	  the	  non	  
mutant	  pool	  has	  on	  an	  average	  of	  14	  x	  coverage.	  
	  
	   	  


