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FIGURE S1. Restriction map and Southern blot analysis of the FS2 region of chromosome lIl. (A) Restriction digest map of S. cerevisiae
strain BY4741. Regions of the genome that were confirmed by PCR and sequence analysis are shaded in grey. The map is drawn to scale
and restriction enzyme cut sites are indicated for EcoRl (E) and Xbal (X). The positions of the Southern blot hybridization probes, FS2-2
and FEN2, and the expected fragment sizes are depicted above and below the map, respectively. (B) Restriction digest and Southern blot
analysis using genomic DNA isolated from BY4741 yielded fragment sizes that correspond to the restriction digest map and confirm the
presence of an inverted pair of Tyl retrotransposons at the FS2 position of chromosome IIl.
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