Table S3. Mathematical models used for linear noise approximation of five simple network motifs in the
form 3—{ = R. For species m;, i = 1 in the coupled form and 2 in the uncoupled form.

Model v R
<m1> Kn 7kmdeg <ml>
Gene <A> Ko <m1> ~Keeg <A>
expression (m,) K = Koeg (M)
(B) Ko (M) —Kyeq (B)
< >_ kﬁnéml;_kdeggA;
. A k.. (m)-k,. (B
Linear A,
metabolic <<?>> v (A)-V, é|>£l<3,>>-kueg (N
pathway .
(P} v, é'm>+<z>>,ku<p>
Redundant _EQ;_ { E‘”EE;:E“QEQ; ]
metabolic step (7)) v (A)+v, (BY—k, (P)
SY(A s\(B
) —<S>f kin_kl ém?'_(('Z)_kz éml<<8>>_kdeg<s>
bMEt?waI ic (A) Ko () ke (A)
ranc p0|nt _<B>_ ktsn<mi>_kdeg<B>
<A> ktsn ml>_kb A <B>_kdeg<A>
Covalent (B) Ko (M) =K, (A)(B) +k, (AB) — ki (B)
modification (AB) ky (A)(B)—k, (AB)—ky, (AB)
(A7) ] K, (AB)—ky (A")
Kign (M) = Keeg (A
. <A> ktsn Emi ; - kdeg EB;
MUltIple gene <B> <A>+<B>
regulators (m) Koon Koo )+ (Y R+ (8] ~Kineg (M)
L(P)] e (1) i (P)
—_ . [ (A Ken (M) =K, (A)(B)+ K, (AB) —kpq (A
Stplchlometrlc EB; k. 22:;% <A;EB;+ K, EAB;fkug EB;
Interaction <AB> K, A><B>fkd <AB>7kdeg AB>

*Variable definitions: m;, m;, my: MRNA. A, B: expressed proteins. AB: protein complex. A”: Modified
form of A. S, I: metabolic substrate and intermediates. P: metabolic product, or protein gene product in
the Multiple Gene Regulator model.



