Figure S4. Two identical variants of ITS2 in the genera Panax and

Eleutherococcus of Araiaceae. (A) The Maximum Parsimony (MP) tree of ITS2 in
Araliaceae. One minor variant of ITS2 in Eleutherococcus giraldii showed close affinity to
the ITS2 variants of Panax ginseng and was clustered with them. (B) ThisITS2 variant,
which was the major variant in the Panax ginseng genome but minor in Eleutherococcus
giraldii, was confirmed by direct sequencing of PCR products using specific primers. The
sequencing trace from E. giraldii shows double peaks at some bases, and these double
peaks correspond to the magjor ITS2 variant in P. ginseng. The bases having double peaks
are boxed in red.
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82 Aralia elata AF273526
‘_'_: Aralia elata var. mandshurica AF273528
Aralia stellata GU054650
Aralia spinosa GU054699
Brassaiopsis glomerulata AY72511
68 Brassaiopsis grushvitzkyi AF5517
Brassaiopsis malayana DQ007367
58 r?‘: Brassaiopsis sumatrana DQ007365
Trevesia baviensis AF551731
56 Trevesia palmata AF551735
[ | 62 Trevesia sundaica AF551732
Dendropanax dentiger GU054694
m: Dendropanax hainanensis AF242236
Merrilliopanax alpinus AY233309
97 Merrilliopanax chinensis AY38904
Eleutherococcus giraldii 1 51.53
Eleutherococcus giraldii 10 0.19
59 |——————— Eleutherococcus giraldii 11 0.19
Eleutherococcus giraldii 12 0.19
Eleutherococcus sieboldianus AY548190
Eleutherococcus giraldii 13 0.19
Eleutherococcus giraldii 14 0.19
Eleutherococcus giraldii 6 0.95
Eleutherococcus giraldii 7 0.57
61 Eleutherococcus gracilistylus GQ434779
[ | 88 Eleutherococcus nodiflorus U63184
Eleutherococcus koreanus AY54818
58 Eleutherococcus trifoliatus AF551739
Eleutherococcus senticosus GU054610
Eleutherococcus simonii AF242227
73 |—————— Eleutherococcus giraldii 2 28.53
1 |—————  Eleutherococcus giraldii 3 14.41
Eleutherococcus giraldii 4 1.34
Eleutherococcus giraldii 8 0.29
Eleutherococcus giraldii 9 0.29
Eleutherococcus japonicus f. kiusianus AY548183
-
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Eleutherococcus icosus f. inermis AY548186

Eleutherococcus seoulensis AY548187
|: Eleutherococcus sessiliflorus GQ434778
Eleutherococcus trifoliatus f. spinifolia AY548191

80 ~—— Oreopanax argentatus DQ007400
L— Oreopanax echinops AF242229
— Macropanax rosthornii GU054613
|_|: Metapanax davidii AF242233

87 Metapanax delavayi GU054612
Eleutherococcus giraldii 5 1.15

Panax ginseng 1 97.61

65

Panax ginseng (35 variants 2.15)

}—————— Panax ginseng 22 0.04
64 Panax ginseng 38 0.04
93 —_ Panax japonicus GQ434782
Panax quinquefolius U41688
Panax ginseng 21 0.04
Panax ginseng 40 0.04
Panax notoginseng AY271919
Panax pseudoginseng U41693
Panax stipuleanatus U41695

f Billardiera heterophylla AY82901
Hymenosporum flavum AY829026.1
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Eleutherococcus giraldii

Panax ginsen

151.53 CAAGTGGTGGTTGTAAAAAGCCCTCTTCTCLTGT CETGCEGT! CGTCGCCAGCAAAAGCTC TGEGACGUTGT[ CCGTCCT CGACGAGCACTC CGACCE
51.16 CAAGTGGTGGTTGTAAAAAGCCCTCTTCTCATGT CGTGCGG CCGTCGC CAGCAAAAGCTCT CATGACCCT GTTGCGCCGTCCTC GAY GCTC CGACCG

AACGCA 'I'GAC TCDCWGCGGGAGWGAGGCGGAGGGGGGGATAA‘I’GGCC‘I'DCC GTGTCT blCCGOquI TGGCCC AAATGCGAGTCCWGGCGATGGIGGTCACGA
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GAAG‘I‘GGTGGT‘I‘GTAM AAGCDCT CTTC TCATGT CGTGCG GTGACCOGTCGCCAGC-Q AA AGCTCT C-ﬁTGACOCT GTTGOGCCGTCCTCGACGT GCGCTC CGA CCG
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L1197.61 AACCCATCACTCCCTTGCGGGAGTTGAGGCGGAGGGGCGGATAATGGCCTCCCGTGTCTCACCGCGCGGTTGGCCC ARAT GCGAGT CCTTGGC GATGGA CGTCAC

GA C.ﬂA GTGGTGG‘ITGTM AAA GCOCTCTT cT CATGTCGT GCGGTGACCDGTCGC CAGCA AMGC‘I'C TCATGAC CC‘I’GTTGCGCCGTCCTCGA CGTGOGC‘TCCGICCG

1 97.61GACAAGTGGTGGTTGTAA AAA GCCCTCTT CT CATGTCGT GCGGTGACCCGTCGC CAGCA AAAGCTC TCATGAC CCTGTTGCGCCGTCCT CGA CGTGCGCTCCGACCG






