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Supplementary Figure 3. Ct (cycle threshold) comparison between D. 16 

melanogaster (blue) and D. simulans (pink) for reference genes and TEs. For all 17 

experiments (RTqPCR and ChIP) reference genes used for both species, D. 18 

melanogaster and D. simulans are either equally transcribed, or equally associated 19 

with post-translational histone modifications. Such data allowed us to compare 20 

natural populations of D. simulans with those of D. melanogaster as previously 21 

published (1). 22 
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