Supplementary information, Figure S2

CLUSTAL W (1.21) multiple sequence alignment
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Figure S2 Sequence alignment of antisense regions in representative species with
Clustalw [1]. In these representative species, both DHPS and WDR83 contained exact
3" end structures based on transcriptome data. In the alignment, red, yellow and green
boxes show the conserved motives, including AATAAA polyadenylation signals

(green box).
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