Supplemental File 2. Histone peptides used for MS quantification. Abbreviations: pr = propionyl, un =
unmodified, me = methyl, ac = acetyl, ph=phosphate, ox = oxidation. For the simplified notation for
methylated peptides, meX:Y represents X number of total methyl groups (i.e. ?CH; and *CD3) and Y
number of **CDz-methyl groups, and MX:Y represents X number of methionine residues and Y number

of *CDs-methionine residues.

Histone peptide sequence

Simplified notation

Expected m/z
(charge state)

Observed
m/z

H3 3-7 peptide

2 TKyQTAR

H3K4un

816.458 (+1)

417.751 (+2)

816.458

417.751

1069.601 (+1)

374.529 (+3)

1069.601

374.529

H3 27-40 peptide

oKpSAPATGEVK Ky PHR

__________________________________________

829.473 (+2)

829.473




________________________________________________________________________________ “f(M3) 959330
oKormer0SAPATGGV K meroKolPHR | H3K27mel1:0K36mel:0 |- 843.489 (+2) | 843.489
________________________________________________________________________________ 562.662 (+3) | 562662
oKme20SAPATGGVK, K PHR | H3K27me2:0K36un | 815476 (+2) | 815475
________________________________________________________________________________ 543.987(+3) | 543987
oK SAPATGGVKme2gKpPHR | H3K27unK36me2:0 | G I 815475
________________________________________________________________________________ “t(M3) 543987
oKme2sSAPATGGVK, K PHR | H3K27me2:1K36un | 817486 (+2) | 817485
________________________________________________________________________________ 545.327(+3) | 545326
oKy SAPATGGVK ez KpPHR |- H3K27unK36me2:1 | U)o 817.486
________________________________________________________________________________ “t(M3) | 5945.327
oKme22SAPATGGVK, K PHR | H3K27me2:2K36un | 819.496 (+2) | 819.497
________________________________________________________________________________ 546.667 (+3) | 546.667
oKy SAPATGGVK ez KpPHR |- H3K27unK36me2:2 | G I 819.497
________________________________________________________________________________ “Y(f3) | 546.668
oKmeg:0SAPATGGVK K PHR | H3K27me3.0K36un | 822483 (+2) | 822.482
________________________________________________________________________________ 548.658 (+3) | 548658
oKmes1SAPATGGVK K PHR | H3K27me3:1K36un | 824.494 (+2) | 824.493
________________________________________________________________________________ 549.998 (+3) | 549.997
oKmeg2SAPATGGVK K PHR | H3K27/me3:2K36un | 826504 (+2) | 826.503
________________________________________________________________________________ 551.339(+3) | 551.338
oKmessSAPATGGVK, K PHR | H3K27me3:3K36un | 828514 (+2) | 828.517
552.679 (+3) 552.679
H3 117-128 peptide
WVTIMLPKDIQLAR |, HSMIZOMIO |, 748929 (+7) | 748932
TN PRBIGUAR T N sto b0 7T () 7eees
NTIMPKLDIQLAR HamizoMLl ] 750.040 (+2) | 750941
TN BRBIGUAR T N sto M s () e
H4 20-23 peptide
WKVIR | HAK20n | 627419 (+) | 627419
________________________________________________________________________________ 314214 (+2) | 314213
oKmangVLR Hak2omel:o | 641435 (+1) | 64L434
________________________________________________________________________________ 321201 (v2) 121
oKy VLR HaKaomel:l 645.456 (+1) | 645456
________________________________________________________________________________ 323032 (v2) | 33232
oKpaoVLR HaKkaome2:0 | 500.424 (+1) | 599424
________________________________________________________________________________ 300.216 (+2) | '300.216
Y S HaKaomez:d T 603.445 (+1) 603446
________________________________________________________________________________ 302.026 (+2) | 302227
oKpaaVLR Hakaomez:2 ] 607.465 (+1) | 607468
________________________________________________________________________________ 304237 (+2) 304237
e N HaKoomes:0 T 613439 (+1) 613441
307.224 (+2) 307.223
H4 79-92 peptide
oK TVTAM (DVVYALK,R H4M84 M1:0 881.993 (+2) 881.995




________________________________________________________________________________ 588.331(+3) 588331
oK TVTAMo 1 DVVYALK,R L HAMB4oxM10 | 889.990 (+2) | 889.991
________________________________________________________________________________ 593.663 (+3) | 593663
oKy TVIAMDVVYALKR L HAMBAML:L | 884.003 (+2) | 884.005
________________________________________________________________________________ 580.671(+3) | 589.673
oK TVTAMo 1 DVVYALKR L HAMBdox M1l | 892.000(+2) | 892.001
595.003 (+3) 595.003




