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Figure	  S10



Figure	  S10:

The	  degrada/on	  (	  %	  remaining:	  13C-‐protein	  values	  normalized	  against	  exp.	  growth	  phase	  and	  cell	  number),	  

synthesis	   (light	   isotopes,	   12C/15N	   )	   and	   protein	   accumula/on	   (13C/15N	   +	   12C/15N)	   is	   displayed	   for	   selected	  

pathogenicity	  factors	  in	  the	  wild	  type	  and	  the	  clpP	  mutant	  in	  the	  soluble	  and	  non-‐soluble	  frac/on.


