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Figure	  S14:

The	  growth	  curve	  is	  depicted	  in	  combina;on	  with	  glucose	  consump;on	  from	  the	  extracellular	  medium	  for	  

the	   wild	   type	   and	   the	   clpP	   mutant.	   In	   addi;on	   the	   de	   novo	   synthesis	   (12C/15N,	   normalized	   to	   transient	  

sample	  ;me-‐point)	  of	  representa;ve	  	  enzymes	  of	  glycolysis,	  gluconeogenesis	  and	  the	  TCA	  cycle	  is	  presented	  

for	   the	   wild	   type	   and	   the	   clpP	   mutant	   in	   the	   sta;onary	   growth	   phase.	   Values	   were	   normalized	   to	   the	  

transient	  phase	  sample	  ;me	  point.


