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Figure	
  S16:

Degrada.on	
  kine.cs	
  and	
  the	
  calculated	
  half-­‐life	
  are	
  depicted	
  for	
  selected	
  vegeta.ve	
  proteins	
  for	
  the	
  soluble	
  

frac.on.	
  A	
  logarithmic	
  linear	
  regression	
  model	
  was	
  used	
  for	
  the	
  determina.on	
  of	
  the	
  half-­‐life	
  based	
  on	
  the	
  

normalized	
  13C	
  value.	
  Therefore	
  the	
  13C/15N	
  –	
  values	
  were	
  corrected	
  against	
  isotopic	
  protein	
  dilu.on	
  due	
  to	
  

growth	
   and	
   normalized	
   against	
   the	
   ini.al	
   13C/15N-­‐value.	
   [enhanced	
   degrada.on	
   (first	
   row);	
   intermediate	
  

degrada.on	
  (second	
  row);	
  almost	
  stable	
  proteins	
  (third	
  row)].


