
Figure S1. MS/MS spectra of pEtN‐glycan modified glycopep=des from C. jejuni JHH1 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Figure S1. HCD MS/MS fragmenta=on of pEtN‐glycan modified glycopep=des derived from Cj0131c (A and 
B) and Cj0168c (C). Spectra denoted as ‘i’ show ions associated with glycan fragmenta=on, spectra denoted 
as ‘ii’ show pep=de related ions. 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Fig. S1 cont. Glycopep=des derived from Cj0289c (D), Cj0399 (E) and Cj0982c (F). Spectra denoted as ‘i’ 
show ions associated with glycan fragmenta=on, spectra denoted as ‘ii’ show pep=de related ions.  



Figure S2. Extracted ion chromatograms (XIC) of canonical N‐glycan and pEtN‐glycan 
modified glycopep=des from C. jejuni JHH1 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D) Cj0289c; 88DFNVSK93 z=+3 C) Cj0168c; 21ANTPSDVNQTHT32  z= +3 
Fig. S2. The top panels (black trace) show the canonical N‐glycan while the boaom panels (red trace) show 
the pEtN‐glycan modified form. MS scans associated with each XIC are provided. 

B) Cj0131; 68IILHKDDNTSAM79 z=+3 A) Cj0131; 73DDNTSAMVIADEK85 z=+3 

Fig. S1 cont. Glycopep=des derived from Cj0983 (G). Spectra denoted as ‘i’ show ions associated with glycan 
fragmenta=on, spectra denoted as ‘ii’ show pep=de related ions.  



G) Cj0734c; 27ESNASVELK35 z=+3 

E) Cj0399; 173LQDIVSDLNNTQK179 z= +3 

H) Cj0983; 104GEANASISIK113 z= +3 

Figure S3. MS/MS spectra of pEtN‐glycan modified glycopep=de from C. jejuni NCTC 11168 O 

Fig. S3. Glycopep=de derived from Cj0734c. Spectrum denoted as ‘i’ show ions associated with glycan 
fragmenta=on, spectrum denoted as ‘ii’ shows pep=de related ions.  

F) Cj0982c; 137DSNITSVEDLK147 z= +3 

Fig. S2. The top panels (black trace) show the canonical N‐glycan while the boaom panels (red trace) show 
the pEtN‐glycan modified form. MS scans associated with each XIC are provided. 



Figure S4. MS/MS spectrum of an AcrA glycopep=de generated in E.coli 

Fig. S4. HCD fragmenta=on of pEtN‐glycan modified glycopep=de with m/z= 976.75, y and b ions confirm 
the iden=ty of the pep=de sequence 113ATFENASKDFNR124  and the localiza=on of the glycan to N123.  

Fig. S5. Human pa=ent sera reac=vity to JHH1 wt, ∆pglB and ∆eptC. Seven pa=ent sera were used. Subtle to 
moderate altera=ons in reac=vity were observed in ∆pglB  while no global difference in reac=vity to ∆eptC 
was observed. 

Figure S5. Pa=ent sera reac=vity to whole cell lysates of C. jejuni JHH1 wt, ∆pglB and ∆eptC   



Fig. S6. Top, lek – pEtNHex6HexNAc; right – pEtNHex5HexNAcBac. Lower, lek – 2Hex5HexNAcBac; right – 
Hex5HexNAc244.  

Figure S6: MS/MS spectra of unusual glycoforms generated on AcrA in E. coli (+pgl cluster) 
without eptC 


