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Supplementary	
  Table	
  S1.	
  Primers	
  used	
  for	
  quantitative	
  RT-­‐PCR.	
  	
  
Genbank	
  ID	
   Gene	
   F/R	
   Primer	
  Sequence	
   Product	
  (nt)	
  
NM_013684.3	
   mTBP	
   Forward	
   cttcgtgcaagaaatgctga	
   79	
  
NM_013684.3	
   mTBP	
   Reverse	
   cagttgtccgtggctctctt	
   	
  	
  
NM_008904.2	
   PGC-­‐1a	
  (ex3-­‐5)	
   Forward	
   aatgcagcggtcttagcact	
   140	
  
NM_008904.2	
   PGC-­‐1a	
  (ex3-­‐5)	
   Reverse	
   acgtctttgtggcttttgct	
   	
  	
  
NM_011044.2	
   PEPCK	
  (PCK1)	
   Forward	
   tgcctggatgaagtttgatg	
   56	
  
NM_011044.2	
   PEPCK	
  (PCK1)	
   Reverse	
   cgttttctgggttgatagcc	
   	
  	
  
NM_008061.3	
   G6P	
  	
   Forward	
   agcagttccctgtcacctgt	
   125	
  
NM_008061.3	
   G6P	
  	
   Reverse	
   tggctttttctttcctcgaa	
   	
  	
  
NM_001162946.1	
   PCX	
   Forward	
   ctccatgtctgggatgacct	
   127	
  
NM_001162946.1	
   PCX	
   Reverse	
   agccccttcccagtactcac	
   	
  	
  
NM_011480.3	
   SREBP-­‐1c	
   Forward	
   gagccatggattgcacattt	
   65	
  
NM_011480.3	
   SREBP-­‐1c	
   Reverse	
   cgggaagtcactgtcttggt	
   	
  	
  
NM_007988.3	
   FAS	
   Forward	
   gcacctttgatgacatcgtg	
   94	
  
NM_007988.3	
   FAS	
   Reverse	
   tcaggtttcagtcccacaga	
   	
  	
  
NM_009127.4	
   SCD-­‐1	
   Forward	
   cctcctgcaagctctacacc	
   59	
  
NM_009127.4	
   SCD-­‐1	
   Reverse	
   cagagcgctggtcatgtagt	
   	
  	
  
NM_133360.2	
   ACC-­‐1	
   Forward	
   ggacaccagttttgcattga	
   76	
  
NM_133360.2	
   ACC-­‐1	
   Reverse	
   agtttgggaggacatcgaaa	
   	
  	
  
	
  NM_133904.2	
   ACC-­‐2	
  	
   Forward	
   cacatccttgtggattacgg	
   119	
  
	
  NM_133904.2	
   ACC-­‐2	
  	
   Reverse	
   cgataaatccggtcttctgc	
   	
  	
  
NM_013495.2	
   CPT1a	
   Forward	
   acagcttccagacgtctctgc	
   88	
  
NM_013495.2	
   CPT1a	
   Reverse	
   atcagtggcctcacagactcc	
   	
  	
  
NM_015729.2	
   AOX	
   Forward	
   ttatgcgcagacagagatgg	
   63	
  
NM_015729.2	
   AOX	
   Reverse	
   tatgtggcagtggtttccaa	
   	
  	
  
NM_008256.4	
   HMGCS2	
   Forward	
   cctggcctcacttctctctc	
   68	
  
NM_008256.4	
   HMGCS2	
   Reverse	
   aggagaaggctccaatcctg	
   	
  	
  
NM_008254.2	
   HMGCL	
   Forward	
   aagtttcccggcatcaacta	
   93	
  
NM_008254.2	
   HMGCL	
   Reverse	
   gaagacgctcacttccttgg	
   	
  	
  
NM_001122683.1	
   BDH	
   Forward	
   atccttcagccctgacacc	
   97	
  
NM_001122683.1	
   BDH	
   Forward	
   cccaaatccagagtcacagc	
   	
  	
  
NM_009693.2	
   APOB	
   Reverse	
   acctcctgaaaatgggactg	
   80	
  
NM_009693.2	
   APOB	
   Forward	
   tgtgtatttgactctgccatca	
   	
  	
  
NM_009696.3	
   APOE	
   Reverse	
   cagagctcccaagtcacaca	
   57	
  
NM_009696.3	
   APOE	
   Forward	
   ttccgtcatagtgtcctcca	
   	
  	
  
NM_010292.4	
   GCK	
   Reverse	
   gcagaagggaacaacatcgt	
   80	
  
NM_010292.4	
   GCK	
   Forward	
   attgccaccacatccatctc	
   	
  	
  
NM_001198933.1	
   ME1	
   Reverse	
   tcactttggatgtgggaaca	
   62	
  
NM_001198933.1	
   ME1	
   Forward	
   cagcccgatgtacagtggat	
   	
  	
  
NM_033218.1	
   Srebf2	
   Reverse	
   ccctcagtcaccttctggag	
   91	
  
NM_033218.1	
   Srebf2	
   Forward	
   aggtttgtaggttggcagca	
   	
  	
  
NM_145942.4	
   Hmgcs1	
   Reverse	
   ctatggttccctggcttctg	
   51	
  
NM_145942.4	
   Hmgcs1	
   Forward	
   gccaactgctgaggtgagta	
   	
  	
  
NM_008255.2	
   Hmgcr	
   Reverse	
   tcttgtggaatgccttgtga	
   73	
  
NM_008255.2	
   hmgcr	
   Forward	
   gaagcagcacatgatctcca	
   	
  	
  
NM_023556.2	
   mvk	
   Reverse	
   aacccttctggtgtggacaa	
   74	
  
NM_023556.2	
   mvk	
   Forward	
   gaagacatcgtcccttgctg	
   	
  	
  
NM_026784.3	
   pmvk	
   Reverse	
   gctctctggtccactcaagg	
   73	
  
NM_026784.3	
   pmvk	
   Forward	
   gctcgcatccagaagtctct	
   	
  	
  
NM_138656.2	
   mvd	
   Reverse	
   gtgaacaacttccccactgc	
   92	
  
NM_138656.2	
   mvd	
   Forward	
   tcaaccccatagacctgagc	
   	
  	
  
NM_134469.3	
   fdps	
   Reverse	
   tgaacctgctggagctcttt	
   57	
  
NM_134469.3	
   fdps	
   Forward	
   gagtctgcccgatctctgtc	
   	
  	
  
NM_010282.2	
   ggps1	
   Reverse	
   aagcaaactttcacaggcatt	
   95	
  
NM_010282.2	
   ggps1	
   Forward	
   tggcattatgcaacatttcag	
   	
  	
  
NM_010191.2	
   fdft1	
   Reverse	
   gaaggaagttttggcctcag	
   88	
  
NM_010191.2	
   fdft1	
   Forward	
   acggccacatctacgttctc	
   	
  	
  
NM_009270.3	
   sqle	
   Reverse	
   cagcttccttcctccttcct	
   84	
  
NM_009270.3	
   sqle	
   Forward	
   ccagtaagagggtgcctcag	
   	
  	
  
NM_146006.1	
   lss	
   Forward	
   gaatcagtgtccgtccatca	
   87	
  
NM_146006.1	
   lss	
   Reverse	
   tcagcattcctcaagctcag	
   	
  	
  
NM_053272.2	
   dhcr24	
   Forward	
   tcatgacggacgacgtagag	
   79	
  
NM_053272.2	
   dhcr24	
   Reverse	
   tccacatgcttgaagaacca	
   	
  	
  
NM_010700.2	
   ldlr	
   Forward	
   cgtgaacatgactgcaagga	
   95	
  
NM_010700.2	
   ldlr	
   Reverse	
   tccccactgtgacacttgaa	
   	
  	
  

	
  


