
  
 
 
T. elongatus  MTNLPEHQSSPTEQSSAEVKKIPTMIEGFDDISHGGLPQGRTTLVSGTSGTGKTLFAVQF 
Synechococcus -MTSAEMTSPNNNSEHQAIAKMRTMIEGFDDISHGGLPIGRSTLVSGTSGTGKTLFSIQF 
Synechocystis MNLPIVNERNRPDVPRKGVQKIRTVIEGFDEITHGGLPIGRTTLVSGTSGTGKTLLAVQF 
WH 8102 -----MQFPPASGSTQMQVQKLPTGIEGFDDVCQGGLPIGRSTLISGTSGTGKTVFSLHF 
A.variabilis  --MSEKEQPEQQNTSGNGVEKIRTMIEGFDDISHGGLPVGRTTLVSGTSGTGKTLLSLQF 
Anabaena  --MSEKEQQEQQNTSGNGVEKIRTMIEGFDDISHGGLPVGRTTLVSGTSGTGKTLLSLQF 
Prochlorococcus -----MKDKKISKSIKMQVQKIPTGIEGFDDVCRGGLPAARSTLVSGTSGTGKTVFSLQY 
 
 
T. elongatus  LYNGITIFNEPGIFVTFEESPQDIIKNALSFGWNLQSLIDQGKLFILDASPDPDGQEVAG 
Synechococcus LYNGIIEFDEPGVFVTFEETPQDIIKNARSFGWDLAKLVDEGKLFILDASPDPEGQEVVG 
Synechocystis LYQGIHHFDYPGLFITFEESPSDIIENAYSFGWDLQQLIDDGKLFILDASPDPEGQEVVG 
WH 8102  LHNGIKHFDEPGIFVTFEESPLDILRNAASFGWNLQEMVEQDKLFILDASPDPDGQDVAG 
A.variabilis  LFNGISFFDEPGVFVTFEESPSDIIKNAHIFGWNLQRLINEGKLFILDASPDPEGQDIVG 
Anabaena  LFNGISFFDEPGVFVTFEESPSDIIKNAHIFGWNLQRLINEGKLFILDASPDPEGQDIVG 
Prochlorococcus LHHGICNFDEPGIFITFEESPLDIIRNAASFGWDLQKLIDQNKLFILDASPDPDGQDVAG 
 
 
T. elongatus  DFDLSALIERIQYAIRKYKATRVSIDSVTAVFQQYDAASVVRREIFRLAFRLKQLGVTTI 
Synechococcus GFDLSALIERINYAIQKYRARRVSIDSVTSVFQQYDASSVVRRELFRLVARLKQIGATTV 
Synechocystis TFDLSALIERIQYAVRKYKAKLVSIDSVTAVFQQYDAASVVRREIFRLVARLKQLQVTSI 
WH 8102  SFDLSGLIERINYAIRKYKAKRVAIDSITAVFQQYDAVFVVRREIFRLIARLKEIGVTTV 
A.variabilis  NFDLSALIERLQYAIRKYKAKRVSIDSITAVFQQYEAVGVVRREIFRLVARLKQLNVTTI 
Anabaena  NFDLSALIERLQYAIRKYKAKRVSIDSITAVFQQYEAVGVVRREIFRLVARLKQLNVTTI 
Prochlorococcus NFDLSGLIERISYAIRKYKAKRVAIDSITAVFQQYDAIYVVRREIFRLIARLKEIGVTTV 
 
 
T. elongatus  MTTERVDEYGPVARFGVEEFVSDNVVILRNVLEGERRRRTVEILKLRGTTHMKGEYPFTI 
Synechococcus MTTERIEEYGPIARYGVEEFVSDNVVILRNVLEGERRRRTLEILKLRGTSHMKGEYPFTI 
Synechocystis MTTERVEEYGPIARFGVEEFVSDNVVVLRNVLEGERRRRTVEILKLRGTTHMKGEYPFTI 
WH 8102  MTTERIDEYGPIARYGVEEFVSDNVVILRNVLEGERRRRTVEILKLRGTTHMKGEFPFTM 
A.variabilis  ITTERSEEYGPVASFGVEEFVSDNVVIARNVLEGERRRRTIEILKLRGTTHMKGEYPFTI 
Anabaena  ITTERSEEYGPVASFGVEEFVSDNVVIARNVLEGERRRRTIEILKLRGTTHMKGEYPFTI 
Prochlorococcus MTTERVDDYGPIARYGVEEFVSDNVVLLRNVLEAEKRRRTLEVLKLRGTVHMKGEFPFTM 
 
 
 
T. elongatus  N-NGINIFPLGAMRLTQRSSNVRVSSGVKTLDEMCGGGFFKDSIILATGATGTGKTLLVS 
Synechococcus TDHGINIFPLGAMRLTQRSSNVRVSSGVVRLDEMCGGGFFKDSIILATGATGTGKTLLVS 
Synechocystis THDGINIFPLGAMRLTQRSSNARISSGVQTLDEMCGGGFFKDSIILATGATGTGKTLLVS 
WH 8102  GTHGISIFPLGAMRLTQRSSNVRVSSGVPRLDEMCGGGFFKDSIILATGATGTGKTLLVS 
A.variabilis  TNDGVNIFPLGAMRLTQRSSNVRVSSGVKTLDGMCGGGFFKDSIILATGATGTGKTLLVS 
Anabaena  TNDGVNIFPLGAMRLTQRSSNVRVSSGVKTLDGMCGGGFFKDSIILATGATGTGKTLLVS 
Prochlorococcus GDDGIIVFALGAMRLTQRSSNIRISSGVKDLDEMCGGGYFQDSIILATGATGTGKTMLVS 
 
 
T. elongatus  KFLETGCQQGERALLFAYEESRAQLSRNASSWGIDFEELERRGLLRIICAYPESAGLEDH 
Synechococcus RFVENACANKERAILFAYEESRAQLLRNAYSWGMDFEEMERQNLLKIVCAYPESAGLEDH 
Synechocystis KFLQEGCRQRERAILFAYEESRAQLSRNASSWGIDFEEMEHKGLLKLLCTYPESAGLEDH 
WH 8102  KFIEDACRNKERAILFAYEESRAQLLRNGTSWGIDFEQMEQDGLLKIICAYPESTGLEDH 
A.variabilis  KFLQNGCVNNERAILFAYEESRAQLSRNAYSWGIDFEELESQGLLKIICTYPESTGLEDH 
Anabaena  KFLQNGCVNNERAILFAYEESRAQLSRNAYSWGIDFEELESQGLLKIICTYPESTGLEDH 
Prochlorococcus KFIEDAYNNKERAILFAYEESRAQLNRNATSWGIDFEKMENEGLLKIICAYPESTGLEDH 
 
 
T. elongatus  LQIIKSEIADFKPSRVAIDSLSALARGVSNNAFRQFVIGVTGFAKQEEITGFFTNTTDQF 
Synechococcus LQIIKSEINDFKPARIAIDSLSALARGVSNNAFRQFVIGVTGYAKQEEITGLFTNTSDQF 
Synechocystis LQMIKSEISEFKPSRIAIDSLSALARGVTNNAFRQFVIGVTGYAKQEEITGFFTNTTDQF 
WH 8102  LQIIKTDIGQFKPSRMAIDSLSALARGVSHNAFRQFVIGVTGYAKQEEIAGFFTNTSEEF 
A.variabilis  LQIIKSEIAYFKPARIAIDSLSALARGVSNNAFRQFVIGVTGYAKQEEITGFFTNTTDQF 
Anabaena  LQIIKSEIAYFKPARIAIDSLSALARGVSNNAFRQFVIGVTGYAKQEEITGFFTNTTDQF 
Prochlorococcus LQIIKSQINEFKPKRLAIDSLSALARGVSLNAFRQFVIGVTGYSKQEEIAGFFTNTAEEF 
 
 
T. elongatus  MGSNSITESHISTITDTILLLQYVEIRGEMSRAINVFKMRGSWHDKGIREYVITEKGAEI 
Synechococcus MGAHSITDSHISTITDTIILLQYVEIRGEMSRAINVFKMRGSWHDKAIREFMISDKGPDI 
Synechocystis MGAHSITESHISTITDTILMLQYVEIRGEMSRALNVFKMRGSWHDKGIREYSISHDGPDI 
WH 8102  MGSHSITDSHISTITDTILMLQYVEIRGEMARALNVFKMRGSWHDKGIREFVITGNGPQI 
A.variabilis  MGSHSITDSHISTITDTILMLQYVEIRGEMSRAINVFKMRGSWHDKGIREYNITADGPEI 
Anabaena  MGSHSITDSHISTITDTILMLQYVEIRGEMSRAINVFKMRGSWHDKGIREYNITADGPEI 
Prochlorococcus MGSHSITDSHISTITDTILLLQYVEIKGEMARAINVFKMRGSWHDKRIREYIITGQGPEI 
 
 
T. elongatus RDSFRNFEGIISGTPTRISVDEKTELARIAKGMQDLESE-- 
Synechococcus KDSFRNFERIISGSPTRITVDEKSELSRIVRGVQEKGPES- 
Synechocystis RDSFRNYERIISGSPTRISVDEKSELSRIVRGVKDKTAE-- 
WH 8102  KDSFSNFERIISGVPHRVTTDERSELSRIARGVSSED---- 
A.variabilis  QDSFRNYERIVSGSPTRVSIDEKAELSRIVRRFEDKQGSDS 
Anabaena  QDSFRNYERIVSGSPTRVSIDEKAELSRIVRRFEDKQGSDS 
Prochlorococcus KDSFSNFEQIFSGAPHRVISDQ--SIPNVFKGIEKN----- 
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