Studies on 2, 4 dienoyl CoA reductase (DCR) sheds new light on peroxisomal B-oxidation of
unsaturated fatty acids
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Legends to supplemental Figure S1

Supplemental Fig. S1
Sequence alignment of homologs of pDCR deposited in PDB. Secondary structural

annotations are of pDCR. Conservation is colored according to Clustal W.
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Supplemental  Fig. S1
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