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1JS6_A|PDBID|CHAIN|SEQUENCE ........................................................              
2OKJ_A|PDBID|CHAIN|SEQUENCE ........................................................              

α1 η1 η2 

α2 η3 α3 α4 

η4 β1 α5 α6 β2 

α7 β3 α8 β4 

α9 β5 η5 η6 η7 β6 α10 β7 α11 

η8 η9 α12 

β8 β9 α13 β10 β11 α14 



Supplementary Figure S1.  Deduced amino acid sequence alignment of hHDC (UniProt ID: 
P19113, PDB ID: 4E1O), pig DDC (UniProt ID: P80041, PDB ID: 1JS6), and human GAD67 
(UniProt ID: Q99259, PDB ID: 2OKJ) using ClustalW. The conserved regions are highlighted 
in red. The secondary structures of hHDC are indicated above the sequence. 
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