Table S4 Sequence of primers used in this study

Name Description
Pyyre1 FOrward CCGAGCTCTCGGCCCTGGCGCCCGACCACGG
pgyre1 REVErse CCGGAGCTCGCCTCGTCGACCGCGTTGTC
Pyyrr FOrward CCGAGCTCTCGGCCCTGGCGCCCGACCACGG
Py Reverse ACGAGCTCGTGATCGGGCGCCAGGGCCG

P.pciy FOrward — TGGAGCTCGACGGTCACCTATGGATATCTATG
P,.pcLy Reverse AAGAGCTCTCCAAACAAAACCCAAACACTCCC
P,y FOrward AAGAGCTCCGCTGATCTGGGCGGTCGTAC
P,y Reverse CTGAGCTCCGAAGCTTGACGTTCAGACCG
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