Table S3: RFI SNPs included in the final forward selection model. BTA and position denote the
chromosome and chromosomal position from the Btau4.0 assembly, respectively. Abs(a)
denotes the absolute value of the allele substitution effect. 2pqa’ describes the genetic variance
for each locus where the allele frequencies are p and q=1-p.

Marker ID BTA Position (Mb) Abs(a) p 2pqa’
5564260054 1 85.95453 0.0185 0.1683 0.0000959028
5586328736 130.3111 0.046 0.2221 0.0007302880

55105301409 133.5587 0.0261 0.1676 0.0001899456
55117966494 31.05061 0.1186 0.3109 0.0060264845
55105254260 31.07949 0.1426 0.6870 0.0087506812
5561484491 45.422 0.068 0.8474 0.0011943462
5886293216 76.35988 0.0433 0.6103 0.0008901653
5561489474 7.649577 0.0084 0.2751 0.0000281403
5564836693 70.03582 0.034 0.8847 0.0002361678
5886331253 62.29809 0.0213 0.5595 0.0002242468
5864726870 75.92411 0.0214 0.4312 0.0002245856
5586274086 35.90014 0.0189 0.2113 0.0001188279

5586297489 90.41552 0.0051 0.5215 0.0000127277
5586290408 105.4025 0.0131 0.1812 0.0000507740
5586293830 14.27555 0.0066 0.3080 0.0000187780
5886337575 6.769905 0.0417 0.8009 0.0005549146
5586339705 56.62185 0.0249 0.5014 0.0003088333
rs29022959 91.71922 0.0251 0.7213 0.0002524645
5586308369 110.8797 0.0375 0.7385 0.0005416445
5564696603 20.70463 0.0103 0.4405 0.0000527223
5586328884 34.81401 0.0474 0.0645 0.0002705972
5561516025 104.334 0.0171 0.2414 0.0001072975
5886327686 10 70.40733 0.0269 0.6454 0.0003312026
5561491345 10 80.49974 0.0022 0.6354 0.0000022528
ss117970126 11 40.35811 0.0359 0.1218 0.0002758223
5586303685 11 70.65666 0.042 0.6418 0.0008121868
5886336779 11 105.8802 0.0274 0.3109 0.0003222445
5501516394 12 48.75502 0.0084 0.3274 0.0000310742
5861529532 12 53.97856 0.0215 0.1519 0.0001187438
5586341687 12 72.39544 0.0512 0.8023 0.0008314600
ss117971065 14 3.606692 0.0037 0.5745 0.0000065778
5586340984 14 9.990357 0.0224 0.8188 0.0001490423
5886300474 14 78.08375 0.03  0.4140 0.0004353324
5562125948 15 42.20598 0.0147 0.7034 0.0000898396
5586295351 15 61.34966 0.0096 0.5845 0.0000444837
5561565643 16 14.41611 0.0071 0.8861 0.0000102154
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ss61557043 6 41.86704 0.0289 0.4341 0.0004112025
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0.0347
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0.0953
0.8782
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0.0001031374
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0.0002098884
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0.0000024044
0.0002997658
0.0000308784
0.0003597838
0.0000412229
0.0003158454
0.0001341521
0.0000076717
0.0007240181
0.0004068625
0.0002753421
0.0003457990
0.0002981939
0.0000005193
0.0000679447
0.0002089518




