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Supplemental Fig. S1  Hirose, F. et al.
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Supplemental Table S1 Primer sequence for screening of cry mutant

name sequence

CRY-1stF CAGATGGAAGTTGACCGAG
CRY-2ndF CGACGCGAGGATCAGATGGT
CRY-1stR CTCGGTCAACTTCCATCTG
CRY-2ndR TTCTTCCATTCCATTGTCCAT

LTR1 CAGTCCATTGGATCTTGTATCTTGTAT
LTR2 GCTAATACTATTGTTAGGTTGC
LTR4 GCTGGACATGGGCCAACTAT

LTRS CAGTACATTAGCTTGTATATATATTTA



Supplemental Table S2 Primer sequence for amplication of GA biosynthesis, inactivation and signaling genes

name sequence reference
OsGA200x1F AATGAGCATGGTGGTGCAGCAGGAGCAG Sakamoto et al. (2004)
0OsGA200x1R GTTAACCACCAGGAAGAAGCCGTGCCTC

OsGA200x2F AGACCCTCTCCTTCGGCTTC in this work
OsGA200x2R CAGGAGTTCCATGATCGTCAG

OsGA200x3F GTGGAAGGAGACCATGTCGTTCAACTGC Sakamoto et al. (2004)
OsGA200x3R TCATCACGTCGCAGTACTCCTGGTACAC

OsGA200x4F GACGCTCTCCTTCGGCCAC in this work
OsGA200x4R CGCCATTATCGCTTCGTCAC

OsGA30x1F ATGGAGGAGTACGACTCGTCGATGAGAG Sakamoto et al. (2004)
OsGA30x1R CTCTGCAGGATGAAGGTGAAGAAGCCTG

OsGA30x2F GAAGCCCGAGTCCGTGTGCGCGATG Iwamoto et al. (2009)
OsGA30x2R GACGACTACCTCCTCTTCTGTGACGTG

OsGA20x1F CGAGCAAACGATGTGGAAGGGCTACAGG Sakamoto et al. (2004)
0OsGA20x1R TGGCTCAGGCGGAGTGAGTACATTGTCG

OsGA20x2F CTGACAAGGCTCATCACAGC in this work
OsGA20x2R GAAGTAGATGGTCGACAGCCTC

0OsGA20x3F TTCTTCGTCAACGTCGGCGACTCGTTGC Sakamoto et al. (2004)
0OsGA20x3R TCTCAAACTGGGCCAGCCTGTTGTCTCC

OsGA20x4F GCGTGCGAGAGGTTTGGGTTCTTCAAGG Sakamoto et al. (2004)
OsGA20x4R CTCCGCCACCATCTCCAGCACCGTCC

OsGA20x5F CTCATTTGCATGAATCGCAG in this work
OsGA20x5R CCTGCATGCGCCTTAATCAAT

OsGA20x6F TCGTCAACATCGGCGATCTG in this work
OsGA20x6R CATATATAGAACAAGCGGTTGCTG

OsGA20x7F GAGATCTCCCTCCGTGACG in this work
OsGA20x7R GCTAGAGGCAAACCACAGTGAT

OsGA20x8F GATCGATCTATCCTTGTGTTG in this work
OsGA20x8R CATGCAGGAGGAGGCAGCTC

OsGA20x9F GATGTCGAGGCTGGCCAG in this work
OsGA20x9R GGAAGTAGGCGACGGAGTATCT

OsGA20x10F CTCCGATCCAACGACACCTCT Lo et al. (2008)
OsGA20x10R AGCCAGCGCCTCGTCCTGAT

SLR1F CTGGAGCAGCTGGAGATGG Iwamoto et al. (2009)
SLRI1R GATGCCGAAGTCGACGACG

GID1F CAGCGACGAGGTCAACCGCAACGAG Iwamoto et al. (2009)
GID1R CTGGCGCGTCCGTCAGGAACTCAAG

GID2F GATCTCGGGGAGGACCTGCTGTTC Iwamoto et al. (2009)
GID2R CTTGTTGGAGTGAAGCTATTCCAC
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