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Figure S1. Comparison of the deduced amino acid sequences of Arachis hypogaea
DGAT3 and Arabidopsis DGATI (At2g19450), DGAT2 (At3g51520) and DGAT3
(At1g48300) genes. AtDGAT3 protein share 26% identity and 40% similarity with
AhDGATS3, 7% identity and 18% similarity with AtDGATI1 and 5% identity and 22%
similarity with AtDGAT?2.



