
     ATTTCTCACAGTGAACCGGTCTCTTTTTCAG

..........TCACAGTGAACCGGTCTCTTT.......... 21     771473

........TCTCACAGTGAACCGGTCTCTTTT.........  24     8

.........CTCACAGTGAACCGGTCTCTTTT.........  23     428

.........CTCACAGTGAACCGGTCTCTTTTT........  24     28

.........CTCACAGTGAACCGGTCTCTTT..........  22     968

........TCTCACAGTGAACCGGTCTCTTT..........  23     17

........TCTCACAGTGAACCGGTCTC.............  20     3

........TCTCACAGTGAACCGGTCTCT............  21     2

........TCTCACAGTGAACCGGTC...............  18     1

.........CTCACAGTGAACCGGTCTCTT...........  21     132

.........CTCACAGTGAACCGGTCTCT............  20     101

.........CTCACAGTGAACCGGTCTC.............  19     100

.........CTCACAGTGAACCGGTCT..............  18     75

............ACAGTGAACCGGTCTCTTT..........  19     8684

...........CACAGTGAACCGGTCTCTTT..........  20     3091

.............CAGTGAACCGGTCTCTTT..........  18     25

...........CACAGTGAACCGGTCTCTTTT.........  21     1465

............ACAGTGAACCGGTCTCTTTT.........  20     4260

...........CACAGTGAACCGGTCTCTTTTT........  22     221

............ACAGTGAACCGGTCTCTTTTT........  21     282

............ACAGTGAACCGGTCTCTTTTTC.......  22     4

..............CAGTGAACCGGTCTCTTTT........  19     12

..............CAGTGAACCGGTCTCTTTTT.......  20     1

...............AGTGAACCGGTCTCTTTT........  18     16

...............AGTGAACCGGTCTCTTTTTCA.....  21     4

.............AGTGAACCGGTCTCTTTTT......... 19     2

.............ACAGTGAACCGGTCTCTT.......... 18     1577

............CACAGTGAACCGGTCTCT........... 18     446

............CACAGTGAACCGGTCTCTT.......... 19     472

...........TCACAGTGAACCGGTCTCTTTT........  22     355613

...........TCACAGTGAACCGGTCTCTTTTT.......  23     21175

...........TCACAGTGAACCGGTCTCTTTTTC......  24     45

...........TCACAGTGAACCGGTCTCTTTTTCA.....  25     2

...........TCACAGTGAACCGGTCTCT...........  19     100584

...........TCACAGTGAACCGGTCTCTT..........  20     115538

...........TCACAGTGAACCGGTCTC............  18     72211
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