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C→G 790 60 18.3% 8.60E-31 58 3.4% 123 14.6% 459 16.1% 49 13.6%

G→A 4264 128 14.8% 5.30E-43 112 38.4% 15 20.0% 114 29.8% 25 16.0%

G→T 247 27 11.1% 3.10E-08 80 3.8% 24 4.2% 66 4.5% 1 0.0%

G→A 5551 212 8.5% 3.30E-36 177 3.4% 20 0.0% 231 3.9% 23 0.0%

G→A 2905 100 5.0% 4.40E-15 137 0.7% 17 0.0% 133 3.8% 17 0.0%

T→C 3758 41 4.9% 0.000062 27 0.0% - 0.0% 19 0.0% 1 0.0%

G→A 3181 90 4.4% 8.20E-10 89 4.5% - 0.0% 24 4.2% 6 0.0%

T→C 2925 47 4.3% 1.50E-07 43 0.0% 23 4.3% 127 0.0% 18 0.0%

G→A 2830 96 4.2% 8.50E-08 105 0.0% 23 8.7% 158 5.1% 13 0.0%

G→A 2923 48 4.2% 0.000071 43 0.0% 18 0.0% 126 4.8% 17 0.0%

A→G 7943 48 4.2% 2.80E-07 100 1.0% 15 0.0% 161 0.0% 79 0.0%

C→T 3464 25 4.0% 0.00012 29 0.0% - 0.0% 38 0.0% 1 0.0%

G→A 7916 50 4.0% 0.00012 110 0.0% 30 0.0% 299 0.3% 86 0.0%

A→C 3557 26 3.8% 0.0073 28 0.0% - 0.0% 29 0.0% 2 0.0%

G→A 6255 160 3.8% 5.50E-12 153 0.7% 5 0.0% 109 2.8% 38 13.2%

G→A 664 54 3.7% 5.80E-08 47 0.0% 65 3.1% 474 2.1% 17 5.9%

G→A 3835 55 3.6% 0.00006 49 0.0% - 0.0% 23 0.0% - 0.0%

G→A 5562 138 3.6% 3.90E-09 120 1.7% 21 0.0% 183 1.1% 19 0.0%

C→T 3214 58 3.4% 0.000075 54 0.0% 5 0.0% 57 0.0% 2 0.0%

G→A 3234 58 3.4% 1.3E-09 52 1.9% 3 0.0% 54 9.3% 1 0.0%

G→A 472 60 3.3% 0.00000001 47 4.3% 85 0.0% 125 0.0% 8 0.0%

G→A 3031 90 3.3% 9.4E-09 97 2.1% 7 0.0% 58 1.7% 3 0.0%

G→A 3059 64 3.1% 4.90E-08 86 1.2% 2 0.0% 20 5.0% 4 0.0%

G→A 5703 589 3.1% 1.20E-33 548 2.9% 4 0.0% 118 9.3% 13 0.0%

G→A 5637 100 3.0% 9.1E-10 100 1.0% 28 14.3% 200 0.5% 27 0.0%


