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Dataset S2. Pin1 inhibition plots and curve fits for compounds 1 and rac-2. 

Ketone inhibitor 1a
Rank 1769  Eqn 8013  [LgstcDoseRsp] y=a+b/(1+(x/c)d)

r2=0.99026811  DF Adj r2=0.98470702  FitStdErr=3.9404008  Fstat=271.34646
a=-4.3196562 b=120.69312 
c=2.4845803 d=-6.6370545 
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Dose response curve for inhibition of Pin1 by compound 1. IC50 = 260 ± 30 µM 

                                                
* Corresponding author. Phone: +1 540 231 2235; fax: +1 540 231 3255; e-mail: fetzkorn@vt.edu 

 



Ketone inhibitor 1b
Rank 2020  Eqn 8013  [LgstcDoseRsp] y=a+b/(1+(x/c)d)

r2=0.98661562  DF Adj r2=0.97992344  FitStdErr=4.2288717  Fstat=221.14195
a=4.1627499 b=119.13676 
c=1.977102 d=-4.5650348 
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Dose response curve for inhibition of Pin1 by compound rac-2. IC50 = 60 ± 8 µM. 

 


