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Supplemental Tables

Supplemental Table 1:

Expression in the Entire E1900 Cohort

Gonen et al

Baseline Demographic and Clinical Characteristics by CD25

CD25 Negative CD25 Positive p-value
(n=570) (n=87)
Median (Range) Median (Range)
Age 48 (17-60) 48 (18-60) 0.66
WBC (1000/mm?) 10.1 (0.6-366.0) 23.6 (0.8-181.0) <0.001
Hemoglobin (g/dl) 9.2 (4.6-30.0) 9.3 (56.1-12.7) 0.49
Peripheral Blasts (%) 30 (0-90) 48.5 (0-94) 0.001
Platelets (1000/mm?) 53.0 (0.7-995.0) 52.0 (3.9-261.0) 0.78
Marrow Blast (%) 64.5(3.0-100.0) 64.0(9.0-99.0) 0.88
# Patients (%) # Patients (%)
Female Sex 271 (47.5%) 51 (58.6%) 0.07
ECOG PS 0 266 (67.7%) 38 (43.7%)
1 267 (46.8%) 40 (46.0%)
2+ 33 (5.8%) 8 (9.1%) 0.16
Cytogenetics Favorable 87 (15.3%) 2 (2.3%)
Cytogenetics Intermediate 207 (36.3%) 80 (92.0%) <0.0001
Cytogenetics Unfavorable 117 (20.5%) 5(5.7%)
Secondary AML 15 (2.6%) 7 (8.0%) 0.02

WBC, white blood cell count; PS, performance status; AML, acute myeloid leukemia;
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Supplemental Table 2: Gene Signature Table with Differentially Expressed Genes in
CD25 Positive AML Blasts. List of differentially expressed genes between CD25

positive and CD25 negative cases at log2 fold change >1 and FDR < 0.01.
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Supplemental Figure 1: Kaplan-Meier Estimates of Overall Survival, by CD25
Expression in E1900 Patients. Data from the intention-to-treat analysis are shown for
the entire E1900 cohort (n=657). CD25 negative patients are depicted in the solid

curve (N=570), while CD25 positive patients are depicted as a dashed curve (N=87).
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Supplemental Figure 2: Kaplan-Meier Estimates of Overall Survival for
Intermediate-risk Patients by Cytogenetic Classification. Data are shown for
cytogenetically intermediate-risk patients either lacking CD25 (solid line, N=170) or

expressing CD25 (dashed line, N=64).
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Supplemental Figure 3: Mutation Map for CD25 Positive Patients. Data are
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row is one of the 27 mutations analyzed. Black denotes mutation and white denotes

wild type.
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Supplemental Figure 4C:
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Supplemental Figure 4D:
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Supplemental Figure 4: Kaplan-Meier Estimates of Overall Survival by Mutation
Status and Daunorubicin Dose. In each panel, the solid line represents high-dose
daunorubicin, while the dashed line represents standard-dose daunorubicin. Data are
shown for CD25 negative patients (Panel A and B), wild-type for DNMT3A and
NPM1, and without chromosome translocations involving the MLL gene (SDD: N=95,

HDD: N=92) (p=0.931) (Panel A) or with at least one mutation in DNMT3A or NPM1
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or with MLL translocation (SDD: N=56, HDD: N=67) (p=0.006) (Panel B). In Panel C
and D, data are depicted for CD25 positive patients who were either wild-type for
DNMT3A and NPM1 (SDD: N=13, HDD: N=16) (p=0.002) (Panel C) or with at least
one mutation in DNMT3A or NPM1 (SDD: N=24, HDD: N=21) (p=0.067) (Panel D).
None of the CD25 positive patients had chromosomal translocations involving the

MLL gene.
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