rin1Ayopi1A

Figure S1 Deletion of RTN1 and YOP1 result in abnormalities in the SPB. rtn1A yop1A (SWY3811) cells were
grown to early log phase at 23°C and processed for TEM. Scale bar, 100 nm. Arrowheads point to SPBs, arrows point
to NPCs, asterisks indicate abnormal lobular structures on SPBs.
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Rtn1-GFP Spc42-mCherry

Figure S2 Rtn1 does not colocalize with SPBs. Asynchronous cultures of nup120A RTN1-GFP(SWY4047) expressing
pSPC42-MCHERRY were grown to log phase and imaged. Scale bar, 2 um
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Figure S3 Overexpression of NDC1 results in rescue of rtn1A yop1A growth defects. Wildtype or rtn14 yop1A cells
were transformed with plasmids expressing NDC1, POM152, MPS2, BBP1, or empty vector and grown to early log
phase at 30°C in synthetic media lacking leucine. Strains were tested for growth at 25°C and 30°C.
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Table S1 Yeast strains used in this study.

Strain Genotype Source

BY4741 MATa his3A1 leu2A0 LYS2 met15A0 ura3A0 (MORTIMER and JOHNSTON
1986)

BY4742 MATa his3A1 leu2A0 lys2A0 MET15 ura3A0 (MORTIMER and JOHNSTON
1986)

Bbp1-GFP MATa BBP1-GFP:HIS3 his3A1 leu2A0 met15A0 ura3A0 (HUH et al. 2003)

Ndc1-GFP MATa NDC1-GFP:HIS3 his3A1 leu2A0 met15A0 ura3A0 (HUH et al. 2003)

Rtn1-GFP MATa RTN1-GFP:HIS3 his3A1 leu2A0 met15A0 ura3A0 (HUH et al. 2003)

Ndc1-TAP MATa NDC1-TAP:HIS3 his3A1 leu2A0 met15A0 ura3A0 (GHAEMMAGHAMI et al.
2003)

nup120A MATa nup120::KanR his3A1 leu2A0 met15A0 ura3A0 (WINZELER et al. 1999)

nup133A MATa nup133::KanR his3A1 leu2A0 met15A0 ura3A0 (WINZELER et al. 1999)

SLJ001 MATa bar1::hisG;ura3-1;leu2-3,112;trp1-1;his3-11,15;ade2-1;can1-100;,GAL+ This Study

SLJ173 MATa bar1::hisG,ura3-1;leu2-3,112;trp1-1;his3-11,15;ade2-1;can1-100,GAL+ This Study

SLJ1433 MATa trp1::GAL-myc-SPC42-TRP1 (JASPERSEN et al. 2002)

SLJ3828 MATa yop1::HygR rtnl::KanR trp1::GAL-myc-SPC42-TRP1 This Study

SLJ5572 MATa his34200 trp1-901 leu2-3,112 ade2 LYS2::(lexAop)4-HIS3 ura3::(lexAop)8-lacZ  This Study

ade2::(lexAop)8-ADE2 GAL4

SLI5975 MATa NDC1-3xHA-HIS3MX6: This Study

SLI5976 MATa YOP1-3xFLAG-KanR This Study

SLI5977 MATa NDC1-3xHA-HIS3MX6 YOP1-3xFLAG-KanR This Study

SLJ5572 MATa his34200 trp1-901 leu2-3,112 ade2 LYS2::(lexAop)4-HIS3 ura3::(lexAop)8-lacZ Dual Biotech NMY51

(lexAop)8-ADE2 GAL4

SWY3810 MATa rtn1::KanR yop1::KanR ura3A0 leu2A0 met15A0 his3A1 (DAwsoN et al. 2009)

SWY3811 MATa rtn1::KanR yop1::KanR ura3A0 leu2A0 his3A1 lys2A0 (DAwsoON et al. 2009)

SWY4047 MATa nup133::KanR RTN1-GFP:HIS3 ura3A0 leu2A0 his3A1 lys2A0 (DAwsoON et al. 2009)

SWY4522 MATa NDC1-GFP:HIS3 his3A1 met15A0 ura3A0 leu2A0::DsRed-HDEL:LEU2 This Study

SWY4616 MATa GFP-TUB3 his3A1 leu2A0 ura3A0 met15A0 This Study

SWY4617 MATa GFP-TUB3 his3A1 leu2A0 ura3A0 met15A0 This Study

SWY4636 MATa NDC1-TAP:HIS3 RTN1-GFP:HIS3 his3A1 leu2A0 ura3A0 This Study

SWY4637 MATa NDC1-TAP:HIS3 RTN1-GFP:HIS his3A1 leu2A0 ura3A0 This Study

SWY4725 MATa rtn1::KanR yop1::KanR NIC96-GFP:HIS3 met15A0 his3A1 leu2A0 ura3A0 This Study

SWY4877 MATa rtn1::KanR yop1::KanR GFP-TUB3 his3A1 leu2A0 ura3A0 met15A0 This Study

SWY4878 MATa rtn1::KanR yop1::KanR GFP-TUB3 his3A1 leu2A0 ura3A0 met15A0 This Study

SWY4906 MATa rtn1::KanR yop1::KanR leu2A0::DsRed-HDEL:LEU2 ndc1-GFP:HIS3 ura3A0 This Study
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SWY4934 MATa rtni::KanR yopl::KanR GFP-TUB3 his3A1 leu2A0 ura3A0 lys2A0 This Study

SWY4935 MATa rtnl::KanR yopl::KanR GFP-TUB3 his3A1 leu2A0 ura3A0 met15A0 This Study

SWY4950 MATa rtn1::KanR yop1::KanR BBP1-GFP:HIS3 NIC96-mcherry:HYGB his3A1 leu2A0 This Study
ura3A0 lys2A0

SWY4970 MATa NIC96-mcherry:HYGB BBP1-GFP:HIS3 his3A1 leu2A0 ura3A0 This Study

SWY4971 MATa nup120::KanR NIC96-mcherry:HYGB BBP1-GFP:HIS3 his3A1 leu2A0 ura3A0 This Study

SWY4972 MATa rtni::KanR yop1::KanR SEC63-GFP:HIS3 his3A1leu2A0::DsRED-HDEL:LEU2 This Study
ura3A0

SWY5033 MATa nup133::KanR NIC96-mcherry:HYGB BBP1-gfp:HIS3 his3A1 leu2A0 ura3A0 This Study
lys2A0 met15A0

* All strains beginning with “SLJ” are derivatives of W303 and all strains beginning with “SWY” are derivatives of
S288C.
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Table S2 Plasmids used in this study.

Plasmid Genotype Source

dRed-HDEL trp1::DsRED-HDEL:TRP1 integration (BEvis et al. 2002)
plasmid

pBS35 mCHERRY/HYGB integration plasmid  (SHANER et al. 2004)

pRS315 CEN/LEU2 (Sikorskl and HIETER 1989)

pRS425 2u/LEU2 (CHRISTIANSON et al. 1992)

pRS315.NDC1 NDC1/CEN/LEU2 (CHIAL et al. 1998)

PSJ906
PSW863
PSW3422
PSW3673
PSW3674
PSW3675
PSW3676
PSW3592

SPC42-mCHERRY-HIS/LEU2
POM152/2u/LEU2
RTN1/CEN/LEU2
APQ12/2u/LEU2
BBP1/2u/LEU2
BRR6/2u/LEU2
MPS2/2u/LEU2
leu2A0::DsRED-HDEL:LEU2

integration cassette

This Study

(Miao et al. 2006)
(DAawsoN et al. 2009)
This Study

This Study

This Study

This Study

This Study
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