
NP_187194_At_AT3G05430
NP_198117_At_AT5G27650

NP_198850_At_AT5G40340
NP_189424_At_AT3G27860

NP_187578_At_At3g09670
NP_195915_At_AT5G02950

NP_190402_ATMlike_AT3G48190
NP_200155_ATX5_At_AT5G53430
NP_194520_ATX4_WHCS1r_AT4G27910

NP_191733_ATX3_WHCS1r_AT3G61740
NP_850170_ATX1_At2g31650
NP_172074_ATX2_AT1G05830

NP_191866_At_HDGFr_AT3G63070
NP_850485_At_HDGFr_At2g48160

NP_197706_HUA2_At_HDGFr_AT5G23150
NP_196440_At_AT5G08230

0.976

0

0.89

0

0.804

0.999

0.562

0.958

0.982
0.949

0.996

0.976

0.752

0.909

0.8

Additional File 4. Maximum Likelihood phylogeny of PWWP containing proteins in A. thaliana. The
PWWP of ATX1 was used to perform database searches using BLAST at the NCBI network service
(http://www.ncbi.nlm.nih.gov/blast). PWWP-domain sequences with the highest scores were used
to generate the Maximum Likelihood phylogenetic tree.  Species abbreviations correspond to A.
thaliana (At). The branch length is proportional to the number of substitutions per site. Numbers
in red correspond to the branch support values. The phylogenetic analysis was performed by using
the Phylogeny Pipeline at http://phylogeny.lirmm.fr/. Subgroups containing the most closely related
members are distinctly shaded.


