
 NP 187194 At AT3G05430

 NP 198117 At AT5G27650

 NP 198850 At AT5G40340

 NP 189424 At AT3G27860

 NP 190402 ATMlike AT3G48190

 NP 195915 At AT5G02950

 NP 187578 At At3g09670

 NP 200155 ATX5 At AT5G53430

 NP 194520 ATX4 WHCS1r AT4G2791

 NP 191733 ATX3 WHCS1r AT3G6174

 NP 172074 ATX2 AT1G05830

 NP 850170 ATX1 At2g31650

 NP 196440 At AT5G08230

 NP 197706 HUA2 At HDGFr AT5G23

 NP 850485 At HDGFr At2g48160

 NP 191866 At HDGFr AT3G63070
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Additional File 5. Neighbor-Joining phylogeny of PWWP containing proteins in A. thaliana.
The evolutionary history was inferred using the Neighbor-Joining method. The percentage
of replicate trees in which the associated taxa clustered together in the bootstrap test (5000
replicates) are shown next to the branches. The tree is drawn to scale, with branch lengths in
the same units as those of the evolutionary distances used to infer the phylogenetic tree. All
positions containing gaps and missing data were eliminated from the dataset (Complete
deletion option). Phylogenetic analyses were conducted in MEGA4. Subgroups containing the
most closely related members are distinctly shaded.


