
0
0\ 0\ 0\

MDN1    AAA ATPase containing von
                Willebrand factor type A
                (vWA) domain 

Chromatin binding site

MutS        Mismatch repair ATPase domain 

MmsB  3-hydroxyisobutyrate and related
             beta-hydroxyacid dehydrogenases

zf-CW       CW-type Zinc Finger

Peptidase C12   Cysteine peptidase C12 containing
                           domain

 
Chromo    Chromatin organization modifier
                 domain 

SNF2_N   SNF2 family N-terminal domain

HELICc    Helicase superfamily c-terminal
                  domain

APC      APC family of proteins

&&&

SET domain

DAST      Domain Associated with SET
                 in Trithorax

VHS_ENTH_ANTH   VHS, ENTH and 
                                NTH domain superfamily 

I

------

AdoMet_MTases S-adenosylmethionine-
                          dependent methyltrans-
                          ferases domain

Dcm       Site-specific DNA methylase 

AWS       domain associated with SET

HMG      High Mobility Group (HMG)-box 

FATC      FATC domain

PIKKc_ATM   Ataxia telangiectasia mutated
                         catalytic domain

SAND               SAND domain

TUDOR             Tudor domain

Tudor/PWWP/MBT superfamily domain

Rubis-s              Rubisco LSMT substrate-binding

 

------###

0 PHD                       Plant homeo domain

Bromo_RACK7    Bromodomain

   

EPL1        Enhancer of polycomb-like domain

>>

^^

PWWP domain

Symbols                           Domain names                                    Symbols                             Domain names

++++

In the following figures, each protein is represented by a rectangle proportional to the length. Positions of 
domains are illustrated using the symbols described above. The sizes of these symbols are not proportional
to their actual size. When some regions are abbreviated for too long proteins, such regions are indicated with
the following start and end position: Start                  End/ \/\/ \

/ \////

Additional file 7. Gene architecture of the PWWP domain containing
proteins from the 12 genomes studied  
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1                        632
NP_195915 At

1                                     918
XP_002326168 Pt

1                     506
XP_002440507 Sb

1                            652
NP_189424 At

1                                            945
XP_002439285 Sb

1                                          933
XP_002330150 Pt

1                             619
XP_001751216 Pp

1                                            965
NP_187194 At

1             370
XP_002444527 Sb

1              367
XP_001760849 Pp

1              328
XP_002961091 Sm

1              330
XP_002966918 Sm

1                        628
XP_002871003 Al

1                              726
NP_187578 At

1                             707
XP_002882633 Al

1                                                               1405
XP_002315275 Pt

1                           639
XP_002322856 Pt

1                                                             1257
XP_002439929 Sb

1                                            1010
XP_002305994 Pt

1                                            1008
NP_198850 At

1                           661
XP_002875407 Al

1                                      832
XP_002318650 Pt

1                   490
XP_002461281 Sb

1        184
XP_002330341 Pt

1                                      887
XP_002882413 Al

1                                              1072
NP_198117 At

1                                              1024
XP_002319529 Pt

solo-PWWP domain proteins.



1                379
XP_002302629 Pt

NP_004485 Hs

XP_001634069 Nv
1      88

1                     240

1                                               532
 XP_001624451 Nv

1                                               590
NM_138499 Hs

1                                                          711
 NP_116242 Hs

XP_001696496 Cr
1                                                                                      963

1                                                                                                            1174
XP_001696190 Cr

1                                                                                        1685/\/\/ \/ \////
XP_002946286 Vc

XP_001746470 Mb

XP_001747323 Mb

1                               422

1                                                                                                                                        1426

1                                                          696
NM_152423 Hs

1                                                                 755
 NP_001124336 Hs

NP_612641 Hs
1                     252

NP_057157 Hs
1                    203



1                                                                                                             3365
XP_001692864 Cr /\

/\/ \/ \////++++
1                                                                                        1735

XP_001701055 Cr ^^ /\/\/ \/ \////
1                                                                                                             3332/\

/\/ \/ \////++++      XP_002950874 Vc 0
1                                                                                                             2345/\

/\/ \/ \////XP_002951402 Vc  ^^
1                                                            854

XP_003080396 Ot

 
 

The Chlamydomonas/Volvox SNF2 and ASH1 proteins 

-The O.tauri  SMC protein  

-The plant’s HUAs  

1                                          921
XP_002974023 Sm &&&

1                                                                1366
NP_850485 At &&&

1                                                                1392
NP_197706 At &&&

1                                                                    1445
NP_196440 Al &&&

1                                                                              1686
XP_001753837 Pp &&&

1                                                                                                2007
XP_001765392 Pp &&&

1                                          918
XP_002983468 Sm &&&

1                                                                          1579
XP_002962776 Sm &&&

1                                                                1347
NP_191866 At &&&

1                                                                1341
XP_002876705 Al &&&

1                                                                1379
XP_002880345 Al &&&

1                                                                        1470
XP_002465241 Sb &&&

1                                                                1399
XP_002443678 Sb &&&

1                                                                   1486
XP_002310078 Pt &&&

1                                                                   1494
XP_002306384 Pt &&&

1                                                                1398
XP_002872040 Al &&&

1                                                                    1401
XP_002873347 Al &&&

The PWWP domain in species- or lineage-specific combinations

0



1                                   356
 NP_001035522 Hs 0

1                                               553
 NM_032569  Hs 0\ 0\ 0\

HSU54777 Hs
1                                                                                                                              1360a

b

-The human-MSH6 protein 

-The human GLYR protein 

-The ZCWPW2  protein

The PWWP-domain conserved in the evolution of plant and animal lineages
 

1                                                  1018
NP_191733 At 0

1                                                  1002
XP_002878409 Al 0 0

1                                 645
XP_002878396 Al 0

1                                                 1051
XP_002456070 Sb 0

1                                   749
XP_002961390 Sm 0

1                                   749
XP_002980880 Sm 0

1                                             906
XP_001777592 Pp 0
XP_002454931 Sb 01                                                993

1                                                                                        2028
XP_001127165 Hs /\/\/ \/ \////

{}
1                                                                                        1934

XP_001127165 Hs /\/\/ \/ \////
{}

-The MUM1/EXPAND1 family  

1                                                      10270NP_194520 At

1                                                     10430NP_200155 At

-The ATX3 family  



1                                                   1045
XP_002982095 Sm

1                                                   1062
NP_850170 At 0

1                                                   1052
XP_002992195 Sm 0

0
1                                                 924

XP_001767466 Pp 0
XP_001780587 Pp 01                                              902

1                                                         1184
XP_002975241 Sm 0

1                     473
XP_002459927 Sb

1                                                   1014
XP_002301643 Pt 0

1                                                     1050
XP_002320433 Pt 0

1                                                         1206
XP_002889570 Al 0

1                                                   1083
NP_172074 At 0
XP_002881186 Al 01                                                   1086

I

-The ATX1 family  

1                                                                                    1708

XP_001693149 Cr 00 /\/
/ \/
/ \/ \//

-The Peregrin-type or Brefeldin family 

>>0 NM_001003694 Hs
1                                                                                                                  12200###

XP_001750279 Mb
1                                                                                                     10400 >>###

>>0 NM_015695 Hs
1                                                                                                               1205

###

>>0 NM_014577 Hs
1                                                                                                      10580###

0



0XP_001747378 Mb
1                                                                                                      1048

ba 00 ^^
-The WHSC family  

01                                                                                                                                   1437 NM_023034 Hs 0 0

1                                                          6900 XP_001635219 Nv

a b

b ^^

^^
01                                                                                                                                   2427

NM_172349 Hs 0 0/\/
/ \/

/ \/
/ \/

a b ^^1                                                                                                                             13650 0a b ^^ NM_133330 Hs

-The Z/MYND family 

>>0 NM_183047 Hs
1                                                                                                         11880

> >1                          2630 XP_001625954 Nv

1                                                      602
 NM_006624 Hs > > 00

 -The ZCWPW1 family 

1                                                          648NM_017984 Hs 0 a
1                                                          692XP_001633052 Nv 0 a

-The DNA methyltransferases 

1                                                          840
XP_003079195 Ot ------
XP_003084095 Ot

1                                                                   775------
1                                                      623

 XP_001626231 Nv

1                                                                                          853
 NM_006892 ------

------

 Hs

1                                                                                          912
NM_022552 ------ Hs


