
 50810 HDGFRP3 CCDS32314
 84717 HDGFRP2 UNQ785PRO1604

 3068 HDGF NP 004485

 154150 HDGFL1 NP 612641
 XP 001634069 Nv

 84656 GLYR1 NM 032569

 XP 001747378 Mb “b”

 XP 001635219 Nv

 54904 WHSC1L1 NM 023034 WHSC “b”

 7468 WHSC1 NM 133330 WHSCr “b”

 64324 NSD1 NM 172349 WHSCr “b”

 XP 003084095 O tauri

 XP 003079195 O tauri

 XP 001750279 Mb

 10771 ZMYND11 NM 006624

 23613 ZMYND8 NM 183047

 XP 001625954 Nv

 23774 BRD1 NM 014577

 27154 BRPF3 NM 015695

 7862 BRPF1 NM 001003694

 55063 ZCWPW1 NM 017984

 XP 001633052 Nv

 152098 ZCWPW2 NP 001035522

 XP 001747378 Mb “a”

 2956 MSH6 HSU54777

 64324 NSD1 NM 172349 MSH6l “a”

 7468 WHSC1 NM 133330 MSH6l “a”

 54904 WHSC1L1 NM 023034 MSH6 “a”

 114825 PWWP2Aisob NP 001124336

 170394 PWWP2B NM 138499

 XP 001624451 Nv

 XP 001626231 Nv

 1788 DNMT3A NM 022552

 1789 DNMT3B NM 006892

 NP 116242

 139221 MUM1L1 NM 152423

 728317 LOC728317 XP 001127165

 728307 LOC728307 XP 001127139
100

50
99

60

99

58
63

73

99

51
99

66
88

99

99

99
90

82

87

84
81

71

51

35

35

32

31

29

23

17

11

3

15

21

26

0.2

1                                                      623
 XP_001626231

1                                                                                          853
 NM_006892

XP_003084095
1                                                                   775------
1                                                          840

XP_003079195------

------

------

PWWP

------ Dcm

AdoMet_MTases------

1                                                          6900  XP_001635219^^
0 XP_001747378

1                                                                                                      1048
ba 00 ^^

01                                                                                                                                   1437

 NM_023034
0 0a b ^^

01                                                                                                                                   1437

 NM_023034
0 0a b ^^

0
XP_001747378

1                                                                                                      1048
ba 00 ^^

###

0 PHD

Bromo_RACK7

       EPL1

>> ^^ AWS

HMG

SET   

b

Additional File 9. Neighbor-Joining phylogeny of PWWP containing proteins in humans, Nematostella, M. brevicolis
and O. tauri.  The evolutionary history was inferred using the Neighbor-Joining method. The percentage of replicate
trees in which the associated taxa clustered together in the bootstrap test (5000 replicates) are shown next to the
branches. The tree is drawn to scale, with branch lengths in the same units as those of the evolutionary distances
used to infer the phylogenetic tree. The evolutionary distances were computed using the Poisson correction method.
All positions containing gaps and missing data were eliminated from the dataset (Complete deletion option). Phylo-
genetic analyses were conducted in MEGA4. All positions containing gaps and missing data were eliminated from the
dataset (Complete deletion option). Phylogenetic analyses were conducted in MEGA4. The PWWP domains marked
as PWWPa and PWWb correspond to the two PWWP domain subtypes (see text for details). The distinct PWWP-domain
subgroups (as discussed in the main text) are shaded in different colors. Species abbreviations correspond to
Nematostella vectensis (Nv), Monosiga brevicolis (Mb), Ostreococcus tauri (O. tauri) and the rest of the proteins
correspond to humans.
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