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Fig.S3A p110a wild-type p110a G106V p110a N345K

p110a peptides toca | *PDGFR +pY toca  *PDGFR WY . +PDGFR +pY
asa pY and lipid asa pY and lipid asa pY and lipid
S E Z RT 3 30 300 3 30 300 3 30 300 3 30 300 3 30 300 3 30 300 3 30 300 3 30 300 3 30 300
602 618 13.6 139
602 632 16.7 17.0
635 648 16.0 16.6

649 666
667 671
667 687
676 687
691 697
698 708
698 709

1.2 117
16.0 16.4
129 134
15 117
88 9.0
69 7.2
83 87
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698 734 4 129 133 26
716 734 3 97 9.8 36 45
720 734 4 80 83 35 46 44 28 43 46
735 744 2 104 108
735 745 2 1.7 119
745 764 2 16.4 17.0
745 766 3 162 16.5
751 764 2 13.6 14.0
751 766 3 13.8 14.2
769 781 3 122 128
770 789 4 146 149
782 789 1 134 13.7
793 811 3 131 136
799 811 3 113 116
815 821 2 115 119
815 830 2 157 16.0
815 831 2 167 171
831 839 2 147 150
840 844 1 79 81
847 858 3 10.6 109
848 858 3 93 97
848 859 2 87 9.0
850 872 2 120 122
859 872 3 121 123
850 893 4 11.9 123 23 27 30
859 893 5 12.0 124 28 31
873 893 2 9.8 101
880 893 2 94 97 28 30
897 903 2 58 6.4
909 920 3 11.3 117
909 921 3 123 125
921 956 5 127 131
922 929 1 82 87
930 956 4 12.0 123
961 976 4 83 88 26 31 42 25 31 40 24 28 35 27 31 40 27 32 41 28 32 41 27 33 41
961 980 4 108 11.2 1518 28 14118 26 (1518 26 (16 19 26 16 19 28  [15 19 26
962 976 4 68 7.2 26 31 44 24 30 42 28 36 27 31 44 26 33 43 26 33 43
962 980 3 101 105 25 23 25 24
989 997 2 81 86 24 24 27 26
990 997 2 65 6.7 29 25 30 29 30
1002 1006 1 15.6 16.2
1022 1038 3 108 11.0
1029 1035 1 44 48 30 44
1039 1055 2 9.4 97
1056 1068 4 12.6 13.0
2

1060 1068 49 53

Relative% O 10 20 3|0 4|0 50 60 70
deuteration | IE— s
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Fig. S3A cont Y Y
i +PDGFR *p +PDGFR *p

p110a peptides basal pY andlipd ~ basal oY and lipid
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1100, E545K p1100 H1047R p1100  p110a
Fig S3Acort P G118D C420R

: +PDGFR  +pY +PDGFR *pY
p110a peptides basal oY andlipid  basal oy andlipid b p | bpl

S EZ RT 3 30300 3 30300 330300 3 30 300 330300 330300 3 3 3 33 3

602 618 13.6 139
602 632 16.7 17.0
635 648 16.0 16.6
649 666 1.2 117
667 671 16.0 16.4
667 687 129 134
676 687 1.5 117
691 697 88 9.0 28 29 31 29 29 30 26 29 29 29 29 30 29 31 30 28 29 30 29 28 28 29 30 28
698 708 69 7.2
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698 734
716 734

83 87
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9.7 98

24

35 45 44 45 31 43 45 31

3
5
2
4
2
5
2
1
2
2
4
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720 734 4 8.0 83 34 45 45 46 44 29 44 45 30
735 744 2 104 108
735 745 2 11.7 119
745 764 2 164 17.0
745 766 3 16.2 16.5
751 764 2 13.6 14.0
751 766 3 13.8 14.2
769 781 3 122 12.8
770 789 4 146 14.9
782 789 1 134 13.7
793 811 3 131 13.6
799 811 3 11.3 11.6
815 821 2 11.5 119
815 830 2 157 16.0
815 831 2 167 171
831 839 2 147 15.0
840 844 1 79 81
847 858 3 10.6 10.9
848 858 3 93 97
848 859 2 87 9.0
859 872 2 120 122
859 872 3 121 123
859 893 4 11.9 123
850 893 5 120 124
873 893 2 9.8 1041
880 893 2 94 97
897 903 2 58 6.4
909 920 3 11.3 11.7
909 921 3 123 125
921 956 5 127 134
922 929 1 82 87
930 956 4 12.0 123
961 976 4 83 88 23 30 42 27 32 39 23 30 37 30 36 43 24 29 36 27 26 24 27 26 25
961 980 4 108 112 |13.18/27 [1519 27 172536 (172436 [1516 23 (151413 [15 15 14
962 976 4 6.8 7.2 22 30 43 26 32 40 30 37 44 24 30 36 27 26 23 27 26 23
962 980 3 101 10.5 26 24 34
989 997 2 81 86 26 25 26 25
990 997 2 6.5 6.7 32 29 31 28
1002 1006 1 156 16.2
1022 1038 3 10.8 11.0 25
1029 1035 1 44 48 33 29 45
1039 1055 2 94 97 34 35 42 26 30 32
1056 1068 4 12.6 13.0 38 40 45
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Fig,S3B

p85a peptides
S EZ RT

6 13 1 111 113

8 13 2 9.8 10.2
14 21 2 41 45
22 30 2 151 15.7
25 30 1 12.0 123
31 37 1 6.8 7.0
38 52 2 10.8 11.2
53 60 1 14.5 15.2
53 73 2 14.5 148
73 102 4 8.1 8.6
73 106 4 7.8 8.2
77 107 4 65 7.0
124 132 1 15.2 15.3
133 146 3 114 11.8
133 149 2 129 133
138 146 1 71 74
149 158 1 8.3 8.6
150 157 2 4.5 4.7
150 158 1 7.2 7.8
150 160 2 69 74
162 173 1 111 113
177 185 2 11.4 11.7
186 202 3 14.1 14.5
187 202 2 13.7 141
223 237 3 10.7 11.0
223 261 4 159 16.4
238 261 4 16.0 16.4
241 261 2 12.7 13.2
244 261 4 10.6 11.0
262 272 1 15.3 16.1
273 286 1 11.6 12.0
287 293 1 13.6 14.1
294 326 3 10.0 10.4
294 328 3 109 11.3
329 355 3 14.4 147
333 341 2 14.6 15.1
334 341 2 11.7 12.0
334 355 2 13.1 135
342 349 2 6.0 64
346 355 1 8.6 8.9
356 371 2 8.7 9.2
356 372 4 11.3 11.7
371 380 2 51 55
372 380 1 4.7 52
373 380 1 43 47
381 398 3 13.0 13.5
401 413 3 111 11.6
402 413 3 10.6 10.9
414 420 1 9.0 9.4
421 434 2 11.2 115
444 456 2 8.7 9.1
457 466 3 7.4 7.8
467 476 2 7.2 7.7
470 476 1 4.8 5.2
480 486 2 55 59
487 495 2 0.0 0.0
508 537 4 109 114
532 537 2 438 541
538 555 3 9.0 9.4
538 556 4 10.5 11.0
556 570 5 9.7 10.0
571 581 3 9.0 9.4
582 596 3 89 9.2
610 637 4 91 94
610 638 5 10.4 10.7
614 637 4 8.6 8.9
637 646 2 73 7.7
638 646 2 59 6.4
638 647 2 73 7.8
647 656 1 5.0 5.3
648 657 2 5.8 6.1
661 680 2 9.0 9.5
661 687 2 12.5 13.0
662 680 3 8.3 8.8
681 687 1 13.2 13.5
688 693 1 6.8 7.4
692 703 3 9.9 10.3
694 703 3 10.4 10.8
697 703 2 6.7 7.1
704 710 2 7.0 7.5
711 719 1 13.4 139
711 724 2 10.6 11.0
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110a. E545K 1100 H1047R ~ P110a p110a
g SBoont P et P G118D C420R

: +PDGFR  +pY +PDGFR  *PY
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