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AGL GK F I K F C ED L PA L RKRA E I L KR ER I Q
AGLD R L I N F C ERV PT L KKRA E I L KK ER S E
AGL GE L I E F C EKV PA L RKRA E I L KK ER S E
SGL GK L I A F C E EV PA L RKRA E I L KK ER S E
SGL GK L I E F C E EV PA L RKRA E I L KK ER S E
AGL SK L I EVW EG I P E F EDHA D T L RK EM EK
AGL SK L I EV C ED I P E L ADH V D I L RKKK EK
AGL SK L I EV C ED I P E L AARV D I L RK EM EK
AGL SK L I EV C ED I P E L AARV D I L RK EM EK
AGL SK L I EV C E S I E E L K E L T DN L KR EKAK
AGLD K L I KV C EH I KD L KD L A KK L KT EKAK
AGLD K L I KV C EH I KD L KD L A KK L KT EKAK
AGLDQ L I K L Y K E I PGL RN I A D T L KKAKAK
AGVDQ L I K L Y KQ I PGL GD I A N K L KN EKAK
AGV VQ L I K L Y KQ I PGL GD I A N K L KN EKAK
AGL GK L I E F F K E I PT L GD L A ET L KR EK L K
AGL GK L I E F F K E I PT L GD L A ET L KR EK L K
AGL GK L I K I F ED I PT L ED L A ET L KK EK L K
AGL GK L I Q I F KD I PT L ED L A ET L KK EK L K
AC LD K L I E L A KDM P S L KN L V NN L RK EK SK
AC LD K L I E L A KDM P S L KN L V NN L RK EK SK
ACVN K L I D L F K EMQD C ED I V I N L RNGKRK
ACVN K L I D L F K EM P S L T D I V KQ L RN EKV K
ACV EK L I D L I KD I E E L KD L A KT L RK ER L K
ACVD K L I E L V KG I DD I KH L V K P LQK EK L K
D CVD K L I E L V K E I D E I KD L A KV L RK EK L K
T CVN I L E E L L SDM I KY KD T V K E F RK EK L K
ACVN K L I E L L KD I P E F KGL F KK PRK EKQK
AC LD V RT GL F KD I ED L KD L A KT F T Y EN T K
T C LD I L I E L F ED I EGL KD L A KT L RH EK I K
AC LD T L I E L F ED I EN L KD L A ET L KQ EK L K
T C LD I L I E L F KD I ED L KD L A KT L KQ EK I K
ACVD K L I E L F KDM PQ L KD T V KK L KC EKAK
A SVD K L I E L F KDM PQ L KD L A K S L R S EK SK
A SVD K L I E L L KD I PK L EC L V GT L KN EK I K
T CVD K L I E L L KD I P S L KD I V ET L RKQK SK
AGVN K L I E L L KD I P S L K E I V E I L RR EK SK
T CVD K L I D L Y KD I P E L K S L V KN L R S EK L K
T CVD K L I E L Y KD I A E L KQ L A KT L KN EK L K
ACVD A L I K L Y KD I A E L K E L A KT L KN EK L K
ACVD A L I D L Y KD I A E L KD L A KT L KH EK L K
SAV T KA I N I F QK L - N YMH I A NA L E EKKK E
SAV AKA I S I F QK L - N YMD I A KA L E EKKK E
SA LD KT I A I F QK L - N YMHQA K I L K E EK EK
SAV T KT I H V F QK L - N YMH V A K S LQ E EK EK
SAV T KT I H I F QR L - KYMH V A KR LQ E EK EK
SAVMKT I R I F QK L - N YM L L A KR LQ E EK EK
SAVMKT I R I F QK L - N YM L L A KR LQ E EK EK
S FMN K F I E I L KKM- N LN ET A KKY K EQK E E
SA L KH I T N V F KKM- N LN E I V EN LQAKKAQ
PA L KT T I K L F KDM- N LN ET A QR I QN E I SK

Supplementary Figure 4. Alignment of pyrin domains from PYHIN proteins. Alignment was performed with ClustalW2, with minor adjustment to position the gaps in 
accordance with evident gaps in a nucleotide sequence alignment. The pyrin domain is encoded by a single exon in all PYHIN proteins. Sequences were derived from three 
sources – (i) reference sequences for established genes, (ii) predicted genes in NCBI or Ensembl databases, (iii) de novo exon prediction following identification of sequences 
homologous to human IFI16 or AIM2 using TBLASTN searches. See Table 1 and Online Resource Table 2 for accession numbers for sequences used.


