AAGAGGGGAGGAGCCAAGATGGCCGAATAGGAACAGCTCCGGTCTACAGCTCCCAGCGTG
GCGACGCAGAAGACGGGTGATTTCTGCATTTCCATCTGAGGTACCGGGTTCATCTCACTA
GGGAGTGCCAGACAGTGGGCGCAGGTCAGTGGGTGCGGCGCACCGTGCGCGAGCCGAAGC
AGGGCGAGGCATTGCCTCACTTGGGAAGCGCAAGGGGTCAGGGAGTTCCCTTTCCGAGTC
AAAGAAAGGGGTGACGGACGGCACCTGGAAAATCGGGTCACTCCCACCCGAATACTGCGC
TTTTCCGACCGGCTTAAAAAACGGCGCACCACGAGATTATATCCCGCACCTGGCTCGGAG
GGTCCTACGCCCACGGAGTCTCGCTGATTGCTAGCACAGCAGTCTGAGATCAAACTGCAA
GGCGGCAGCGAGGCTGGGGGGAGGGGCGCCCGCCATTGCCCAGGCTTGCTTAGGTAAACA
AAGCAGCCGGGAAGCTCGAACTGGGTGGAGCCCACCACAGCTCAAGGAGGCCTGCCTGLC
TCTGTAGGCTCCACCTCTGGGGGCAGGGCACAGACAAACAAAAAGACAGCAGTAACCTCT
GCAGACTTAAATGTCCCTGTCTGACAGCTTTGAAGAGAGCAGTGGTTCTCCCAGCACGCA
GCTGGAGATCTGAGAACGGGCAGACTGCCTCCTCAAGTGGGTCCCTGACCCCTGACCCCC
GAGCAGCCTAACTGGGAGGCACCCCCCCAGCAGGGGCACACTGACACCTCACACGGCAGG
GTATTCCAACAGACCTGCAGCTGAGGGTCCTGTCTGTTAGAAGGAAAACTAACAAACAGA
AAGGACATCCACACCAAAAACCCATCTGTACATCACCATCATCAAAGACCAAAAGTAGAT
AAAACCACAAAG

SUPPLEMENTARY FIG. S1. DNA consensus of the LIPA2 5'UTR promoter region, generated by CLUSTALX alignment of
2230 sequences, obtained form Human Genome Build 16.






