Table S2: Genomic Loci of the MILI-associated piRNA clusters in the 13dpp testis.*

Chromosome Start End Span RNA amount Rank

chrl 94887932 94893607 5676 164 33
chrl 133920309 133928783 8475 107 49
chrl 158569164 158579120 9957 91 55
chrl 90155762 90163061 7300 61 75
chrl 93448649 93455727 7079 60 78
chr2 92378945 92449195 70251 1524 2
chr2 151227883 151245722 17840 54 91
chr2 151074216 151092143 17928 52 101
chr2 27256489 27257580 1092 50 104
chr2 151140179 151158053 17875 50 106
chr3 5860338 5864858 4521 158 38
chr3 34771812 34777217 5406 54 89
chr4 61880434 61900833 20400 571 14
chr4 135182743 135190010 7268 124 44
chr4 57370776 57375093 4318 74 64
chr4 123509831 123518704 8874 64 74
chr4 93985051 93992261 7211 60 77
chr4 121869693 121870964 1272 58 79
chr4 122131326 122132597 1272 58 80
chr5 113748630 113793735 45106 1436 3
chr5 150591171 150635027 43857 907 7
chr5 115290388 115303619 13232 399 20
chr5 147072570 147072937 368 258 24
chr5 144524586 144530978 6393 76 63
chr5 67775561 67789666 14106 57 81
chr5 115262880 115270112 7233 55 85
chré 127732091 127772184 40094 844 8
chré 127774399 127788354 13956 183 30
chré 81844963 81850662 5700 176 31
chré 128132001 128140765 8765 165 32
chré 3148723 3154856 6134 159 37
chré 87912624 87945388 32765 156 39
chré 85936627 85940573 3947 65 71
chré 128788480 128790827 2348 53 95
chré 128708485 128710808 2324 53 96
chré 128745967 128749548 3582 53 97
chré 47727715 47738179 10465 52 100
chr7 80923599 80972514 48916 1239 5
chr7 80246886 80272986 26101 319 21
chr7 77046802 77071025 24224 257 25
chr7 82914449 82929831 15383 196 28
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*A total of 108 clusters were identified, with the largest one corresponding to the Chromosome 17:

27418566-27507373.





