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Figure S3. Signaling network sampled in our analysis. Here, we present a manually curated 
network of inflammatory signaling according to canonical pathways. We depict components and 
connections that are included in our analysis (Input: TNF-α in yellow, Signals: cytokines in light 
blue, phospho-proteins in dark blue, Response: cleaved caspase 3 in red). Note that additional 
connections between the nodes likely exist, and note the presence or absence of particular 
connections that are cell context dependent.
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