Dtna pre-mRNA (mutated region)
WT: UGCUGCCAAAAG-UGAUACUUG-GUAAGUGAUGAAC
M: UGCUGCCAAAAG-UGCCGGGUG-GUAAGUGAUGAAC

WT-Dtna M-Dtna
Srrm4: [ — + \[— + )\

Vpsl3c pre-mRNA (mutated region)
WT: UGCUUCCACUGAGAAG-exon
M1: UACUUCCACUGAGAAG-exon
M2: UGUUUCCACUGAGAAG-exon

WT-Vps13c M1-Vps13c  WT-Vps13c M2-Vps13c
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Vps13c:,ICUUUUAUCCUUUUCUCACUAAAAUGCUUCCACUGAGAAG-exon

Figure S11

Dtna pre-mRNA (mutated region)
WT: UGCUGCCAAAAG-exoOn
M1: UACUGCCAAAAG-exon
M2: UGCUACCAAAAG-exon
M3: UACUACCAAAAG-exon

WT-Dtna M1-Dtna M2-Dtna M3-Dtna
Srrma4: [ — + Y= + Y= +Y-=- +)

inclusion (%): 0 100 0 70 0 94 0 24

Mef2d pre-mRNA (mutated region)
WT: UGGUUUUAUUUCUGCUCCCAG-exon
M1: UAAUUUUAUUUCUGCUCCCAG-exon
M2 : UGGUUUUAUUUCUACUCCCAG-exon
M3: UAAUUUUAUUUCUACUCCCAG-exon

WT-Mef2d  M1-Mef2d M2-Mef2d M3-Mef2d
sma:([— + \(— + \(— + Y= +)

inclusion (%): 11 94 9 93 16 42 13 40

Sh3glbl pre-mRNA (mutated region)
WT: UGCUGGCUAG-exon
M1: UACUGGCUAG-exon
M2: UGCUAACUAG-exon
M3: UACUAACUAG-exon

WT-Sh3glb1 M1-Sh3glb1 M2-Sh3glb1M3-Sh3glb1
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inclusion (%): 0 93 0 37 0 88 0 31

Kiflb pre-mRNA (mutated region)
WT: UGCUUUCGUUUGCAG-exon
M: UACUUUCGUUUGCAG-exon

WT-Kif1b M-Kif1b
srrmd:[—  + \[—  +)

inclusion (%): 0 95 4 47



