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Fig. S1. Growth curves of Bt, Bt-ΔBT1754, and Bt-ΔBT0366 strains in various carbohydrates. 
Bt, Bt-ΔBT1754, and Bt-ΔBT0366 strains were grown in MM supplemented with 0.5% final concentration of the noted 
carbohydrates.  Absorbance measurements were taken at 600nm (OD600).  Values shown are mean of triplicates of each 
condition. 
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Fig. S2.  Deletion of BT1754 prevents up regulation of the BT1754-associated operon during growth in fructose. 
Bt and Bt-ΔBT1754 were grown in MM supplemented with fructose, arabinan, or both, and expression of the BT1754-
associated fructokinase BT1757 was assessed by qRT-PCR.  Values shown are mean fold change over Bt grown in MM-
arabinan.  Error bars are +/- SE.  
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Fig. S3.  The BT1754/BT0366 chimera does not affect BT1754-associated genes. 
Relative expression of the BT1754-associated PUL gene, BT1757, in Bt, Bt-ΔBT1754, and Bt-ΔBT1754-BT1754/BT0366 
grown in MM supplemented with fructose, arabinose, or both; assessed by qRT-PCR. Values represent mean fold change in 
expression over Bt grown in MM-arabinose.  Error bars are +/- SE. 

4	  



5	  

Table S1. List of BT0366 binding loci.  Chromatin Immunoprecipitation followed by high throughput sequencing (ChIP-seq) 
was used to enrich for BT0366 binding loci using an antibody against the periplasmic domain of BT1754 in the Bt-ΔBT1754-
BT1754/BT0366 strain. Enrichment was determined via comparison with sequences derived from the same 
immunoprecipitation performed in the Bt strain.  Datasets were analyzed with CLC Genomics Workbench using the ChIP-seq 
toolkit.	  
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Table S2.  List of BT1754 binding loci.  Chromatin Immunoprecipitation followed by high throughput sequencing (ChIP-seq) 
was used to enrich for BT1754 binding loci using an antibody against the periplasmic domain of BT1754 in the Bt strain.  
Enrichment was determined via comparison with sequences derived from the same immunoprecipitation performed in the Bt-
ΔBT1754-BT1754/BT0366 strain.  Datasets were analyzed with CLC Genomics Workbench using the ChIP-seq toolkit. 



Table S3.  Strains referenced in this paper 
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Table S4.  Cloning primers used in this paper 
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Table S5.  qRT-PCR primers used in this paper 
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