SUPPORTING INFORMATION

Zeng, Larson, Heitsch, McPherson & Harvey,

“A Model for the Structure of Satellite Tobacco Mosaic Virus”

Figure S1. The sequence of STMV RNA, and the secondary structure model proposed by

Schroeder et al. (1).

UAAAUCG

P SO L)

& >0 A

P00V«
o

o

t
VUIOUP Y0
=) o eo0

0
|

5
° GUCGUGGUCAUUUAUGCUGUUGGGGGACAUAGGGGGAAAACAUAU

<TLout
S o
U@L

5’ AGUAAACUUACCAAUCAA

—450

S0 <0E0EI®

O55550w0 2

CCAGUUAACACCGCCAGUAAAUGA

AGCCAUACCUUUCGA

cG
U
.G
g
U
C
é

o
L OO0 IO
<

m <

o

. \ S
0> P0G
O ooo o0 e w

<
AGGUCGAGAUM
©

o™

—

12

1

10

(&0}
< BOOEHOD00
< oo °
<

2o

G
A
s
C

u
&
UG

UGAACCUCGACAUAAGCCUUU

2 20=220qq0

G < Teoo
B ==0]
]

=
=
<O <2900
oo o "o

C
U
G

—Uu

C

A
g

G
A

600

UAUGCGAAGUAAGA

c
c
G
¢
A
¢
G
17

o
T oo, @<
<

o
o

o
n
n

<
Oo o0
o [oeals

GUCAG

<
CC
=]
=1
% 0o
O < =]
(&)
<< =]
(&) o
L ooUod
o .

°o

CAuU

D (UDHOBG
<=0
e/ ©
o <
n <
¢ WEawo200
5o+ Too

© L0201y

CCAUUGUUCAAGACUG

(e
~N

19

18

15

14

<P <D LED0

2

000

O 5pERC0Is

Cc

[$)
2

850
\
G

(8]
(&)

GCCAAUGGAACGCC

A
9
G
G
C
U
U
U

o .

v
¢
e
&
A

O qq000s
o h

CCUUGAUUUAUGGAAU

24

°

UCGCUUGA

26

25

23

22

22

uCg

1050

A
i
¢
b
¢

20

1000

G
G
G
G
A
A
G
G

EAACCGCGGGUAAGCGGCCCA3’

30

GUUCGAAACAAGUAAAACA

Ye
A
B
e
C
B
U

o

G
U
G
i
U
G
A
U

Uy
oy
°y
G
-9
i
°C

CCGAACGCA

G
u
U

U

—Uu

G

g

A
A

950

<O oo

AGUGUUUUUCCCUCCACUUAAAUCG

27

Cu uLcu

o
o
(o))

/>
o

29

28



Figure S2. A low-energy secondary structure model for STMV based on thermodynamic
predictions with restraints on the maximum base-pairing distance. The restraints generate a

structure with 33 local stem-loop structures, similar to the structure of Schroeder et al. (1).
This structure is lower in energy (-302 kcal/mol) than the Schroeder structure (-160 kcal/mol),
but the double-helical stems contain numerous asymmetric bulges. As a consequence, the
stems are bent, and a three-dimensional model based on this structure gives much worse

agreement with the crystallographic data (correlation coefficient = 0.12) than does a model

based on the Schroeder secondary structure (correlation coefficient = 0.56).
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