Rhizaria-Paulinella chromatophora gi194477202
Cyanobacteria-Prochlorococcus marinus str MIT 9215 gi157412878
Cyanobacteria-Prochlorococcus marinus str AS9601 gi123968055

700 Cyanobacteria-Prochlorococcus marinus str MIT 9312 gi78778847 PROKARYOTES

— Alveolata-Heterocapsa triquetra tbHTL00002058
—————Alveolata-Symbiodinium sp C3 esContig68

Alveolata-Symbiodinium sp C3 esgi145310365

M |Alveolata-Alexandrium tamarense dxContig764

Alveolata-Alexandrium tamarense dxContig932

7] Alveolata-Alexandrium tamarense dxContig620

Alwveolata-Alexandrium catenella esgi186958193

64_ Alveolata-Alexandrium catenella esgi186964854

Alveolata-Alexandrium tamarense dxJHC31118

Alwveolata-Alexandrium tamarense dxJHC40491

99 Alveolata-Amphidinium carterae esgi39545040
—| A

Dinophyceae

Iveolata-Amphidinium carterae esgi39544783
Alveolata-Amphidinium carterae esContig131
— Glaucophyta-Glaucocystis nostochinearum esContig477
— Viridiplantae-Chlorella NC64A jgi57522

. ‘ Viridiplantae-Chlamydomonas reinhardtii gi159481438

Viridiplantae-Volvox carteri f nagariensis gi302832283
52_Viridiplantae-Scenedesmus obliquus tbSOL00000604
Viridiplantae-Chlamydomonas incerta tbCIL00000615
521~ Viridiplantae-Micromonas pusilla CCMP1545 gi303287630
Viridiplantae-Micromonas sp RCC299 gi255089997
70| [ Virdiplantae-Ostreococcus tauri jgi27356
Viridiplantae-Ostreococcus RCC809 jgi54167
Viridiplantae-Ostreococcus lucimarinus CCE9901 gi145341891
Viridiplantae-Mesostigma viride esgi110044718
L | Viridiplantae-Mesostigma viride esContig1759
71 Viridiplantae-Mesostigma viride esContig121
Viridiplantae-Chlorella wilgaris jgi41346
9 §|- Viridiplantae-Physcomitrella patens subsp patens gi168012597
Viridiplantae-Physcomitrella patens subsp patens gi168033436
Viridiplantae-Ricinus communis gi2566544369
Viridiplantae-Vitis vinifera gi225461287
Viridiplantae-Vitis vinifera gi225447691
> Virdiplantae-Zea mays gi226503409 PLANTAE
Viridiplantae-Sorghum bicolor gi242090577
Viridiplantae-Zea mays gi226503077
Viridiplantae-Oryza sativa Japonica Group gi115472727
& Viridiplantae-Vitis vinifera gi225465749
Viridiplantae-Arabidopsis lyrata subsp lyrata gi297813975
Viridiplantae-Arabidopsis lyrata jgi490231
Viridiplantae-Arabidopsis thaliana gi15236275
Viridiplantae-Arabidopsis thaliana gi30679426
Viridiplantae-Populus trichocarpa gi224145554
97\Viridiplantae-Populus trichocarpa gi224126819
100, Viridiplantae-Selaginella moellendorfii gi302759841
4 Viridiplantae-Selaginella moellendorfii gi302785720
— Viridiplantae-Acetabularia acetabulum tbAAL0O0001177
9o Glaucophyta-Cyanophora paradoxa tbCPL00000381
Glaucophyta-Cyanophora paradoxa dxContig430
98 Euglenozoa-Euglena gracilis tbELL0O0001100
Euglenozoa-Euglena gracilis tbELL00002516
Stramenopiles-Aureococcus anophagefferens jgi59217
8&:Cyanobacteria—Thermosynechococcus elongatus BP 1 gi22298502
Cyanobacteria-Cyanothece sp PCC 7425 gi220906842
78 %ﬁdgphﬁtf—%/aniq(iquch/}]/zon meml:;re CCAX/42C)811 605 -
odophyta-Cyanidioschyzon merolae
81 Rhodogh{/ta-c{/anidiosch{/zon merolae CMO066C PLANTAE
Stramenopiles-Aureococcus anophagefferens jgi8535
Rhodophyta-Gracilaria gracilis esContig4
Rhodophyta-Pomphyra haitanensis esgi115287575
Rhodophyta-Pomphyra yezoensis esContig1630
Rhodophyta-Galdieria sulphuraria dxA418H01
Stramenopiles-Fragilariopsis cylindrus jgi216240
Hermetosiphon aurantiacus ATCC 23779 gi159900766 PROKARYOTES

n Chlorobaculum parwum NCIB 8327 gi193213374
1 73 Desulfococcus oleovorans Hxd3 gi158520209
Candidatus Solibacter usitatus gi116623478
Symbiobacterium thermophilum IAM 14863 gi51894281
Rhizaria-Bigelowiella natans tbBNL0O0000536 1
Stramenopiles-Phaeodactylum tricomutum CCAP 1055/1 gi219121191
Stramenopiles-Thalassiosira pseudonana CCMP1335 gi223995629
Stramenopiles-Thalassiosira pseudonana CCMP1335 gi224014706
Stramenopiles-Fragilariopsis cylindrus jgi268792
Stramenopiles-Phaeodactylum tricomutum CCAP 1055/1 gi219121189
EHaptophyceae—Pa\lo»a lutheri tbPLL0O0000635

76|

91,

95r-Haptophyceae-Isochrysis galbana tbISL00001455
Haptophyceae-Emiliania huxleyi jgi45249
L Alveolata-Karenia brevis esContig4280

Rhodophyta-Pomphyridium cruentum dxContig16418
49 Rhodophyta-Pomphyridium cruentum dxGCDJ7DB01DMROQ PLANTAE

80191— Rhodophyta-Pomhyridium cruentum dxContig6579 2
Rhodophyta-Pormphyridium cruentum dxGCDJ7DB01BNPOK

_L—Euglenozoa-Euglena gracilis tbELL00006671
69— Cryptophyta-Guillardia theta tbGTL00001976

—— 0.2 substitutions per site
FIGURE S1. Phylogeny of cytochrome b6-f complex iron-sulfur subunit that provides
evidence of putative EGT among the Plantae lineages and other photosynthetic eukary-
otes, including dinoflagellates. Non-parametric bootstrap support values >50% are shown
at the nodes of the tree. Dinoflagellates are highlighted in bold-face. The lineages of
dinoflagellates and Plantae constitute >70% of the lineages within the strongly supported
clade (bootstrap 71%). The unit of branch length is in the number of substitutions per site.



