Additional file 2. Complementary Structure of miRNA with their star sequences

Name Target Mfe P-value Complementary Structure
(kcal/mol)
NADH dehydrogenase
miR-4144-3p SJFCE3378.004 -30.2 0.00372 target 5 G G 3
CUGGUGAUGCAAGAUU
GACUACUACGUUCUGA
miRNA 3’ G A5
miR-1837 SJFCE2420.002 -35.4 0.001062 target 5’ c U C c 3
UG GUCAACAGUCCCU CUCA
AC CAGUUGUCAGGGA GAGU
miRNA 3’ UCUU Ccu 5
miR-125b* SJFCA2649.001 -33.2 0.003403 target 5 A U G 3
CCCAAGAGCUUG CUUG
GGGUUCUCGGAC GAAC
miRNA 3’ CCA U A5
miR-36a* SJFCE3371.004 -30.2 0.008135 target 5 C C U3
GAACCAGGUACAAGA AUUCA
UUUGGUUCAUGUUCU UAAGU
miRNA 3’ 5
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miR-503 SJFCE2163.001

Transcription initiation factor

miR-369-3p SJFCA3197.003
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Splicing factor
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Signal transduction

miR-532-3p SJFCE3560.007
miR-236 SJFCE3743.002
Growth factor receptor

miR-1942 SJFCA2712.001
miR-71a SJFCA3391.005
Zinc finger protein

miR-4020b-5p SJFCA0201

-35.9

-31.7

-31.7

-33.6

0.002175

0.003428

0.008911

0.008505

0.001724

target

miRNA

target

miRNA

target

miRNA

target

miRNA

target

miRNA

A

A

C

A

G

A

C

C C A

U3

GCAAGCC UGGGU G GG GAGG
CGUUCGG ACCCA C CC CucC

A A

C A

5’

AY

AUCCUCGUU UCGA CAGUAUUG
UAGGAGUAA AGCU GUCAUAAU

U

A%

A U3

ACCGGAUGGGGCAUUCG
UGGUCUACUCUGUAAGU
UA

59

C 3

UUCAUCUUACUACUAGUGUUU
AAGUAGAGUGAUGGUCGCAGA

A
UAUGUACCGCC ACCACC
GUACGUGGUGG UGGUGG
U

AAGU 5’

3)

5)




miR-92e-5p SJFCA0201
miR-252 SJFCA0201
miR-4150-5p SJFCA0510
miR-4101-3p SJFCE3594.008
Egg protein
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miR-2444 SJFCE3676.010
miR-2807c* SJFCE3845.025
Heat shock protein
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