Table S1. Sequence divergence and nucleotide composition for the mosquito genera. The frequencies of nucleotides in sequence are presented
as the total average values for all Condon positions and for each condon position separately with the accuracy to tenths of a percent. (*) Figures
in brackets are the number of mosquito species used to estimates of sequence divergence for the genus.

Total First codon position Second codon position Third codon position
Sequence diergence % % % % % % % % % % % % % % % % % % % %
Genus (*) % T Cc A G A+T T C A G A+T T C A G A+T T C A G A+T
Aedes (32) 23~17.7 386 165 298 151 684 270 167 293 270 563 437 261 141 161 578 450 6.7 461 22 0911

Anopheles (26) 25~136 389 154 300 157 689 276 153 27.7 295 553 431 265 142 162 573 460 45 480 15 940

Culex (30) 1.8~150 400 156 294 149 694 273 169 284 274 557 441 257 141 160 582 486 43 457 14 943

Armigeres (3) 29~13.0 407 163 289 141 696 284 163 297 256 581 435 273 140 152 575 504 52 429 16 933

Toxorhynchites (5) 11.1~14.3 405 163 298 134 703 26.1 180 31.7 242 578 446 246 155 153 601 50.7 6.1 424 08 931

Uranotaenia (2) 13.2 406 149 295 151 701 282 154 287 277 569 444 252 142 162 586 493 39 456 12 949
Tripteroides (2) 14.4 389 180 271 159 66.0 258 174 292 275 550 435 266 140 159 575 473 99 384 43 857
Coquillettidia 385 166 295 155 68.0 275 169 280 275 555 435 256 145 164 580 444 72 459 24 903
Culiseta 396 153 296 154 69.2 263 174 296 268 559 435 252 140 173 575 491 33 453 23 944
Heizmannia 393 179 274 155 66.7 251 174 295 280 546 430 275 130 164 560 496 8.7 396 19 892
Malaya 414 158 280 148 694 285 155 295 266 580 430 261 150 159 580 527 58 396 19 923
Mansonia 396 161 298 145 694 275 159 295 271 570 444 256 145 155 589 469 6.8 454 10 923
Mimomyia 395 159 301 145 696 266 159 309 266 575 43.0 266 140 164 570 488 53 454 05 942
Orthopodomyia 36.7 174 317 141 684 239 194 303 264 542 430 260 150 160 580 433 70 498 0 931

Topomyia 424 148 282 145 706 318 126 285 271 603 439 257 140 164 579 516 6.1 423 0 939




