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Supplementary Table 1 — PCR and pyrosequencing primers for /GF2/H19 CpG island loci

amplification and analysis.

Amplified region PCR and pyrosequencing primers Length (bp) T°hyb
F: 5°bio-ATGAATGAGTATTTTTAGGGAAATTGTT-3’
1 GFé %MCI;S‘;'M R: 5-TCCATATCCCCCCTAAATTTAACTTCT-3’ 166 bp 62.6°C
p Seq: 5-AGGGAAATTGTTTTGG-3’
F: 5-GGGGGTTTTAGTAAAAGTTATTGG-3’
4 GFé %M(I}{S(;'Al R : 5°bio-ACTCCTCCATCCACCCAAAATAATATCTA-3  198bp  60.2°C
P Seq: 5-AGTAAAAGTTATTGGATATATAGT-3’
F: 5°bio-GGGTTTTGGGTGGGTAGAGT-3’
! G(?CDCl\}g{z R: 5-CCAAAACAACTTCCCCAAAT-3’; 230 bp 60.2°C
P Seq: 5’-GTTTGGTTTTTTTGAA-3'
roomr  F: Sbio-TGGGTATTTTTGGAGGTTTTTTT-3
S1(6 oGy R S-ATAAATATCCTATTCCCAAATAA-Y 239bp  55.4°C

Seq: 5’-TTTATYGTTTGGATGG-3’

F; Forward. R; Reverse.



