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Supplemental Table S1. Description of 129 different spoligotype patterns obtained from the 592 M.

tuberculosis clinical isolates in Morocco, followed by a comparison with the SITVIT2 database.

a . ND (%) of % in study b
SIT Spoligotype Description strains in vs. database Clade
study

1 DO000000000000000000000000000000000ESaEEEEEE 5 (0.84) 0.08 Beijing

2 O00000000000000000000000R000000R0000 A EEEEEE 4 (0.68) 1.11 H2

7 m LTI ] mmwm | []]]]] 1(0.17) 1.56 T1
26 EEEOO0CEEEEEEEEEEEEERE 00000000000 EaEEEEEE 1(0.17) 0.1 CAS1-Delhi
31 EEEEEEECO000 EEEEEEEEEENEEEEEEEROOO0NER0000 3(0.51) 4.84 T
32 EREERERROD000000000000000000000000000C amEEE 1(0.17) 1.01 T
33 LLLI ] [ el T[] memm]]]]]]] Eu=H] 16 (2.70) 1.55 LAM3
34 ENEEEEEE O EEEEEEEEEEE NN EE NN 15 (2.53) 2 S
36 EEEEEEEEEEEE EEEEEEEEEEEEEEEEECRO00CEEENEEE 3(0.51) 3 H3
37 LTI LTI T ] mmmm | ]]]]]] 1(0.17) 0.31 T3
40 LTI I T ] mmmm []]]]] 2(0.34) 1.55 T4
42 TTTTTI T T T T T D mmmat T DT 1T ] Imimm T 11T T 155 (26.18) 5.62 LAM9
44 ENEEEEEEEEEEEEEEEEEEEE O EEEEEEEEROOOEEENEEN 4(0.68) 217 T5
47 ENEEEEEEEEEEEEEEEEEEEEERE OO OC00ORO00CNEEEEEE 33 (5.57) 2.67 H1
49 LTI I [ jm (wwimim] | [ s ]} 1(0.17) 0.74 H3
50 EEEEEEEEEEEEEEEEEEEEEEEEEEEEERORCOOENEEEEE 50 (8.45) 1.79 H3
53 ENEEEEEEEEEEEEEEEEEEEEEEEEEEEEER OO ENEEN 60 (10.14) 1.23 T1
58 LTI I [T [ (] ] ] mmms]]]]]] 4(0.68) 2.52 T5-Madrid2
60 LTI T[] (e [ T[] (] (wmimml |[s]]] 10 (1.69) 2.72 LAM4
61 ENEEEEEEEEEEEEEEEEEEEE O DONEEEEENO00EENEEE 4 (0.68) 0.59 LAM10-CAM
62 ENEEEEEEEEEEEEEEEEEEEEEEEOO0000R000ONEECEEE 4 (0.68) 0.95 H1
64 LTI T[] (el ][ (m ] wwiwml [[]1]]] 3(0.51) 1.04 LAM6
65 LTI ] ] (wmimm] (m(w] []]] 1(0.17) 1.02 T1
73 EEEEEEEEEEEE EEEEEEEEEEEEEEEEEEROCO0NENCEEN 1(0.17) 0.49 T
77 EEEEC0CEEEEEN | | [mmim(n] | n 2(0.34) 9.52 T
78 ENEEEEEEEEEEN [ | [mwimin] | [ [mi=l]] 2(0.34) 3.64 T
93 LTI I s ][] ] mmmm 1] (] memsll]1]]] 5(0.84) 1.56 LAM5
102 EEEEEEEEEEEE 0 ESEEEEEEEEEEEEERO 0SS ENEEE 1(0.17) 1.59 T
105 EEEEEEEECOOEEEOC00000000000000000000000EEEE 2(0.34) 455 LAM3
106 EEEEEEEE O ONEEEEEREECCO00000000000000000aEEEN 4(0.68) 3.23 LAM3
120 LTI T I I I ] ] mmmm ]]]]] 1(0.17) 14.29 T
143 EEEE(EEEEEOO000000000000R000000R000CASEEEEE 3(0.51) 16.67 H1
161 LTI T ] mmmm 111 ]| mimmimw [1]]]]] 1(0.17) 10 LAM9
162 LTI T[] ] (e [ T[] (] [wmms | [« []]] 1(0.17) 4 LAM9
163 ENEEEEEEEEEEEEEEEEEEC O OCNEEEEEER OO OORRRO000 2(0.34) 7.41 LAM4
164 EEEEEEEEEEEENEEEEEEEEERC000000NR0000 S EEEEE 3(0.51) 6.98 T
177 m LD LTI ] mimmml {101 [ mmmiml [1]]]]] 1(0.17) 1.47 LAM9
209 [T ] | [meimwimml ][] ][ ewm (][] e=sll]1]]] 1(0.17) 2.7 LAM12-Madrid1
218 LTI T ] ] [eeemnn wews{]]1]]] 2(0.34) 6.67 HA1
244 EEEEEEEEEEEEEEEEEEEEEEENEEEENEEROC00RR0000N 1(0.17) 0.96 T2
291 ENEEEEEEEEEEEEEEEEEECEEEEEEEEEER 0NN ENEEN 2(0.34) 2.63 T1
334 EEEEEEEEEEEEN 1(0.17) 1.45 T
373 ENEEEEEENEEEE 1(0.17) 1.79 T
433 EEEE EEEEEEEE 10 (1.69) 23.26 H3
451 EEEEEEEEEEEEN 1(0.17) 0.73 H37Rv
466 EEEEEEEECESSEEEEENEEEEEEEEEEEERC0OEEENEEE 4(0.68) 12.5 S
481 (I T W I Il ITITIITT] 1] ][ [sm=us 1(0.17) 0.2 BOV_1
492 (LTI [Tl ] ] mmmm [ 1]][]] mumsll]1]]] 2(0.34) 11.11 LAM9
589 ENEEEEER(OEERO00R00000000000000000000CEEEE 2 (0_34) 33.33 Unk
602 ENEEEEEEEEEEEEEEEEEEEEEECOOO0000000CEeEEEEE 4 (0.68) 4.4 Unk
609 LTI ] [eeeemmn [ ]]] ] [sesnnn es{]]1]]] 2(0.34) 40 H1
644 ORO000000000000CERCEEEEEEEECORODCONEERRO0000 1(0.17) 3.45 BOV_4-CAPRAE
731 [ LTI mimm ] weimwl |11 1] mmms [1]]]]] 4 (0.68) 26.67 LAM9
737 LTI ] mmimml [ ] 111 [mmimim ] ]]]] 1(0.17) 7.69 LAM9
741 LTI T I [T ][ [m [wemsl [[]1]]] 4(0.68) 36.36 H3
751 mmwl TP IILIITIIIIIIIT]] ] mmmm [ []]]]] 1(0.17) 7.14 T
760 EEEEEEEOOO000NEEERO00000000000080000NER0000 1(0.17) 11.11 Unk
770 [ LTI I T im [T ] mmmml |11 1] mmmml [1]]]]] 1(0.17) 4.76 LAM9
784 (LTI I T TTTITIITIITIT] ]] (mmmm [ s]]] 2(0.34) 3.64 S
822 (LTI I [ ] mmmm [ 1] (] mmms[]1]]] 1(0.17) 5.88 LAM9
866 EEEEEEEEEEEN 6 (1.01) 14.29 LAM9
926 EEEEEECOEEEEEE 1(0.17) 3.33 T1
964 | mwml [T TT]TT]] 6 (1.01) 40 LAM1
1026 EN(EEEEEEEEN 1(0.17) 25 BOV_1
1067 EEEEEEECO000CEEEEEEER00CEEEEEEERO000RER0000 1(0.17) 3.23 Unk
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1069 EEEEEEESESSESEEEEEEEEEEEEEEENEERCOOEEENEEE 1(0.17) 4.35 T1
1070 LTI T[] (mmmi [ T[] (] memse[]]]]] 6 (1.01) 42.86 LAM9
1072 [ 1] LL] s ] (mm] || [mwwim [ 1] ][] mmwms []1]]] 2(0.34) 28.57 LAM5
1074 EEEE [ TIT I I ([ [ mmmml [T ][] [wene 1] ] 4(0.68) 16 LAM9
1075 EEEE EEEEERCOOERC00CEEEEEEEROD0ONEENEEE 1(0.17) 16.67 LAM9
1105 [ 1] LTI I ] mmmm I]]1]]] 2(0.34) 9.52 T1
1135 (111} L1 3(0.51) 50 H3
1139 EEEE ENEEEEEEEOEEEEEEC00000R0000NEEEEEE 1(0.17) 14.29 H1
1154 [ 11 1] L1111 111 ] | mimimml [ [ ] 1] ][ [mmimiml | ] ml]] 1(0.17) 7.69 LAM9
1155 Il ] ] LITLT LTI ] ]| [mmwimme] wwws T[]1]]] 1(0.17) 11.11 H1
1277 LTI LTI T[] e (mmmi [ ][] mmms []1]]] 1(0.17) 4.76 LAM9
1536 LTI [l T ] | (mimimim! [ {111 [ [ (mimimiml [ 111 [] 7(1.18) 33.33 Unk
1537 | [ mimim| fml 1] ][] mmme ]]]]]]] een=]]=]]] 2(0.34) 20 LAM
1538 [ ] mO0000000000m0000 ] 4(0.68) 33.33 Unk
1539 ] LTT 1] EEEEEERERERCROO00 n 1(0.17) 6.67 H3
1541 [Tl [T TT 1] ] (mmmm [ T[] 7] mmmwl 1{]]]]] 1(0.17) 25 Unk
1580 EEEEEEEEEEEEEEEEEEEEEE O EEEEEEERO00OEEENEEE 2(0.34) 13.33 T
1626 (111} L1 1(0.17) 14.29 T
1655 EEEm Ll 2(0.34) 5.56 T3
1778 EEEER EEEEEEOO00000000000000000000NE | 1] 1 (0_17) 25 Unk
1832 EEEE ENEEEECEEERCO0CEEEEEEEROO0ONNENEEE 1(0.17) 5.56 LAM9
1999 [ 1] [ [ ] mmwimm] || e 1] ] Sees[]]1]]] 1(0.17) 20 LAM5
2025 1(0.17) 12.5 T
2332 8 (1.35) 34.78 Unk
2333 3(0.51) 30 H1
2338 2(0.34) 33.33 H3
2341 [ TLTT LIl m ] m ][] mwmim [ 1]][]] [mmms]] 1(0.17) 25 LAM5
2372 | | w1111 ][] mimmiml [ ] ][ [ mmmisl [1]]]]] 1(0.17) 33.33 LAM1
2516 EEEECEEE ESSSSESSSEENEENEEEENEEN 0NN ENEEE 2(0.34) 40 S
2567 LTIl (mml a1 ][] [eims/ms wewE{]]1]]] 2(0.34) 50 H1
2836* 0000000000000000C A EEEEEC OO INEEEEE 1(0.17) 50 Unk
2891 EEEEEEOERO000000000000000000EE 2 (0_34) 50 Unk
3051 4 (0.68) 80 Unk
3072* 3(0.51) 100 Unk
3073* 3(0.51) 75 T
3074* 2(0.34) 66.67 Unk
3075* 3(0.51) 75 LAM
3076* 7(1.18) 100 T
3077* 1(0.17) 50 H3
3078* [T ] 1] mmwimmiml [T TTTITITIT ][ (m (mimmml 111711} 1(0.17) 50 H3
Orphant 00000000000000000000000CEEEEEERC0000000NEEE 1(0.17) - Unk
Orphan2 m ]Il (] ] (mmmm [ 1]][]] mmms (s]l]]] 1(0.17) - LAM
Orphan3 1(0.17) - LAM
Orphan4 1(0.17) - LAM9
Orphan5 1(0.17) - LAM4
Orphan6é 1(0.17) - T
Orphan7 [ T[] ] emswsnen | ][ Senw ][] Se=s{]1]]] 1(0.17) - LAM
Orphan8 EEEENEEEEEENEEEEEEEEEEEEEEENEEROC00ENO0EEE 1(0.17) - T
Orphan9 EEEE 1(0.17) - HA1
Orphan10 u 1(0.17) - T
Orphant1 L] 1(0.17) - LAM
Orphani2 EEEE 1(0.17) - LAM
Orphani3 EEEEEEEECESEEEEEEEC00CEEEEEERC0000NERC0NE 1(0.17) - LAM
Orphani4 LTI ] [emwimmwims] T[] (s (][] [s wees{{]1]]] 1(0.17) - Unk
Orphani5 LU 1(0.17) - Unk
Orphani6 EEEE 1(0.17) - T
Orphan17 EEEE EEECEEEEEEEEEEEEEEEROERO000RER0000 1(0.17) - T
Orphan18 [ 11 1] EERRCO0OROO00000000000000000000000 1 (017) _ Unk
Orphan19 [ 1] L[] ] [meins] [ssnsn | s s ]]]]]] 1(0.17) - H1
Orphan20 EEEE LTI ] mmimmimim o] [ 1] [mimn e ]]] 1(0.17) - Unk
Orphan21 EEEE ENEEEEEEEOOCNEEEERERC00000000000008 1(0.17) - Unk
Orphan22 [ 1] ENEEEEEERERCOOCNERORERROD00RC0O0N0R 1(0.17) - LAM
Orphan23 [ 1] LIT LTI I T[] mmmnl []s]]] 1(0.17) - T
Orphan24 ENEEEEEEEEEEEEEEEEEEEECOOR000NOR000C NS EEEEE 1(0.17) - H

2 In this study, 129 distinct spoligotype patterns were obtained from 592 M. tuberculosis isolates; 523/592 (88.3%) were clustered
(60 clusters, 2-155 strains/cluster), and 69 (11.7%) were unclustered. A total of 96 SITs containing 543 isolates matched a pre-
existing shared type in SITVIT2, whereas 9 SITs (containing 25 Isolates) were newly-created either within the present study or
after a match with an orphan in the database (showed by an asterisk; SIT2836, SIT3051,SIT3072, SIT3073, SIT3074, SIT3075,
SIT3076, SIT3077, SIT3078).
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® Clade designations according to SITVIT2 using revised SpolDB4 rules; Unk: Unknown pattern within any of the major clades
described in SITVIT2 database.

2 In this study, 129 distinct spoligotype patterns were obtained from 592 M. tuberculosis isolates; 523/592 (88.3%) were clustered
(60 clusters, 2-155 strains/cluster), and 69 (11.7%) were unclustered. A total of 96 SITs containing 543 isolates matched a pre-
existing shared type in SITVIT2, whereas 9 SITs (containing 25 Isolates) were newly-created either within the present study or
after a match with an orphan in the database (showed by an asterisk; SIT2836, SIT3051,SIT3072, SIT3073, SIT3074, SIT3075,
SIT3076, SIT3077, SIT3078).

® Clade designations according to SITVIT2 using revised SpolDB4 rules; Unk: Unknown pattern within any of the major clades
described in SITVIT2 database



