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: THER1/THER1_MD (SINE)

Compar isons of the 3’ end-sequences between SINEs and LINEs

© L2(LINE)

CAAGTTACT-TAACCTGCTCTGTGCCTCAGTTTCCTCATCTGTAAAATGGGGATAA
CCTGCCAGCTCTGGGTTATMATTGTCT-—GTKNGCANGTCTGTCTCCCCCACTGGA
* K kxk X * % Rk Rk Rk ok kkkkk *

TAATAGTACCTACCTCATAGGGTTGTTGTGAGGATTAAATGAGTTAATACATGTAAAGCG
CTGTGAGCTCCGCGAGGGCAGGG-ACTGTGTCTGTCTTGTTCACCACTGTATCCCCAGCG
* * % *x Fkkk * * * ok okk Fkokk

CTTAGAACAGTGCCTGGCACATAGTAAGCGCTCAATAAATGTTGGTT——ATTA-————
CCTAGCACAGTGCCTGGCACATAGCAGGCGCTCAGTAAATGTTTGTTGAATGAATGAA
* Rk * Rk Kk K

: MONT (SINE)

——————— ACAGTATAGCATAGTGGTTAAGAGCACGGACTCTGGAGCCAGACTG-CCTGGG
TGAGGCAGCTAGGTGGCGCAGTGGATA-GAGCGCTGGACCTGGAGT CAGGAAGACCTGAG
—AGGTCAGCTAGGTGGCACAGTGGATA-GAGTACTGGGCCTGGAGT CAGGAAGACCTGAG
—AGAGAAGCAGCGTGGCCTAGTGGATA-GAGCACGGGCCTGGGAGTCAGAAGGACCTGGG

* k skk o ckkekkk ckk ckkk  k k kokskk skokk ) kkkk Xk

TTCGAATCCCGGCTCTGCCAGCTTACTAGCTGTGTGACCTTGGGCAAGTTACTTAACCTCT
TTCAAATCCGGCCTCAGACAGCTTACTAGCTGTGTGACCCTGGGCAAGTCACTTAAGCTCT
TTCAAATCTAGCCTCAGACAGCTTACTAGCTGTGTGACCCTGGGCAAGTCACTTAAGCTCT
TTCTAATCCNGGCTCTGCCACTTGTCTGCTGTGTGACCTTGGGCAAGTCACTTAACTTCT

kkk kxkkk ok ckkk Xk *kokk

GTGTGCCTCAGTTTCCTCATCTGTAAAATGGGGATAATAATAGTACCTAGCTCATAGGGT
GTCTGCGTCAGTTTCCTCATCTGTAAAATGGGGATAATAATAGCACCTAGCTGCCAGGGT
GTTTGCGTCAGTTTCCTCATCTGTAAAATGGGGATAATAATAGCACCTAGCTCCCAGGGT
CTGTGCCTCAGTTACCTCATCTGTAAAATGGGGATTAAGACTGTGAGCCCCATGTGGGAC

* * % % k% k%

TGTTGTGAGGATTAAATGAGTTAA-—TACATGTAA——AGCGCTTAGAACAGTGCCTGGC
TGTTGTGAGGATCAAATGAGATAA-—-TATTTGTAA—-AGCGCTTTGCAAA—-CCTTA-
TGTTGTGAGGATCAAATGAGATAA--TAATTGTAA——AGTACTTAGCAGAGTGCCTGGC
AGGGACTGTGTCCAACCTGATTAGCTTGTATCTACCCCAGCGCTTAGAACAGTGCTTGGC

* * k% k% * * kk Kk okkk k ok Xk * %

ACATAGTAAGCGCTCAATAAATGT-——TGGTTATTA-——-
——————— AAGCGCTATATAAATGCTAGCTATTATTATTAT——
ACATAGTAAGTACTATATAAATGTTAGCTATTATTATTATTA
ACATAGTAAGTGCTTAACAAATACCA-TAATTATTA-——-

kkk  ckk ok skekkek skkkokkk

MIR3/THER2 (SINE) : L3 (LINE)

MIR3
THER2
L3b

MIR3
THER2
L3b

MIR3
THER2
L3b

MIR3
THER2
L3b

MAR1_MD (SINE)

GTCAGGAGAGCTGGGTTCTAGTCCTAGCTCTGCCACTAACTAGCT--GTGTGACCTTGGG
GTCAGARGACCTGGGTTCAAATYCCRNTTCTGACACTTNATAGCT-—GTGTGACCTTGGG
AATACTGGAATGGGTTGCCGAGGGAGATTGTGGAATTTCCTTCTCTGGAGAGNCTTTAAA

* k% k% %k ok * kk ok %k * k k k% kxk

GAAGTCACTT———- GACGTCTCTGGGCCTC———- AGTTTTGCTCATCT-—GTAAAAT

CAAGTCACTTAAGGTCACCTCTCTGNGCCTC———— AGTTT-CCTCATCT-—GTAAAAT

AATAGAATGNATNCTCATCTGTCTGGGATGNTTTAAAGGTAATCCTGCCCAAAGNTNGGN
* *

* * )k kk kkkk ok k% Xk *

GAGNGGGTTGGACTAGATGATCTCTAAGGTCCCTTCCAGCTCTAACATTCTATGATTCTA
GAAGGGGTTGGATTAGATAGCCTCTAAGGTCCCTTTCAGCTCTAGA——KCTATGAT——-
GNANGGATTGGACTAGATGACCTCTGAGGTCCTTTCCAATTCTGAGATTCTATGGTTTTA

* kk kxkokokk skkokokk kkkk kkdkkkk kk kk  kokk kxkkk K

TGATTCTAAAAAAA

© RTE-3_MD (LINE)



MAR1_MD ACCCTGGGCAAGTGACTTAACCCTGTTTGCCTCAGTTTCCTCATCTGTAAAATGAGCTGG

RTE-3_MD AGGAGAAGGGGATGGCAGAGGATGAGATGGATAGATAGTGTCATGGAAGCAATGAACATG
* * ) *k k% Kok fkkkk k%
MAR1_MD AGAAGGAAATGGCAAACCACTCCAGTATCTTTGCCAAGAAAACCCCAAATGGGGTCACAA
RTE-3_MD AGCTTGGACAG—————- ACTTTAGGAGATAGTGGAGGATAGAAGGGCCTGGTATGCTAT
*k ok k% *kk Rk k% * k% X *kk k%
MAR1_MD AGAGTCAGACACAACTGAAAAATGACTGAACAACAACAA———
RTE-3_MD GGTCCATGGGACAACTGAAGGAATAAAAGACAAGAACAATATATC
* ¥ kkkkkRkRR X X fkk kkkkk

MAR4_MD/WALLSI3 (SINE) : RTE-2(LINE)

MAR4_MD ACTTTTG——-TCTTGCCACTGGAGCTTTGAT-—GACTCTGGAAGAGAGAG-TGAGGCTG
WALLSI3 ACTTTTG———-TCYTGCCACTGGACTTCAAT-—GACTCTGGAAGAGAGAG-TGAGGCTG
RTE-2_MD ATTTAGAGACATCTCCATCCCAAATGTTCATATGGGCTATTTGTGCCTGACCTGTGGTAG
RTE-2_ME ATTTGGA-—ATATCCACCCCAAATATTCATATGGACTATCTGTGCCCAACCTGTGGTAG
* Rk * * ok ok kk Kk Rk Xk * * Kk Kk K
MAR4_MD ATGACTTTGTGCAACTCTGCCTCAGCTTAAATCCAATTTATGTACAA-GTCAAAAGACATC
WALLSI3 ATGACTTTGTGCAACTCTGCCTCAGTTAAATCCAATTCATGCACAA-GTCAA-—-GACATC
RTE-2_MD AGCCTTCTGAGCTCATATTGGTCTGATCAGCCACAGTTAGACACACTGTACATTGACCCT
RTE-2_ME AGCATTCTGAGCTCATATTGGTCTGATCAGCCACAGTCGGACACACTGAAATTTCACTTT
* * okk kk ok ok Kk K k% % % kK Kk
MAR4_MD ACCA——GTGATGTCATTTTGGTCCTCTTTGAGTACAAAGGACAACAACCAACCAACCA-
WALLSI3 ACCT-—GTGATGTCATT-—GGTCCTCTTCAAAAATGAAGGACAAACAACAAT—————
RTE-2_MD AACATAGTGATGTCATTTTGGTCCTCTTTGAGTATGAAGGACAAC——————————
RTE-2_ME ATCATGGTGATGTCATTTTGGTCCTCTTTGAAGATGAAGGACAACAACCAACCTATTAT
* % * ok kkkllkkk

RTESINE1 : RTE-1_MD(LINE)

RTESINE1 ACTTTTGGTGC-CACTGGACCCAGGCTTCCAAGCGCCGAGAGAGTGG—-GAGTGTCTCTGTG
RTE-1_MD GCTGCGCGTGAACGCCGACACCAGGCCACAACCGCACCTCCCGTAACAACTGGCGTCCCA
Kk kK Kk ok Kk kkkoliok kK fokok *k  kkx K
RTESINE1 CATGGACTTTTCCACTTAA-ATCTCCTTCACGCACAAGTGTCTTTGTGCACACTCATCTA
RTE-1_MD TGCCCCATGTGCCACAAACTGTGCGCCTCAGCCTTTGGACTCCAAAGCCACATGAGGGTA
Xk ok Rlkk Kk ok okkk ok Kk Kk sokokok *ok
RTESINE1 GATGATAGATGAAAACGCACAAAGACAATCGTGATCCTCGGTTACCGAGAGAGTACTACT
RTE-1_MD CACCGTAGATGAAACTGCACAAAGACAATAGTCATTCTCGATCACCGAGAGACTACCACT
*k K okokk ok skfokoRRRoRRRRk ok
RTESINE1 ACTAC
RTE-1_MD  ———-

SINE2-1_EC : RTE-1_EC(LINE)

SINE2-1_EC CACCCACTTGCAAAAAAATTGGCCATGAAAACCCTATGAATAGCAGTGGAGCATTGTCTG

RTE-1_EC AGCAGGAAAAGAGGAAGACCAAATATGAGA-—-TGGATTGACTCCATAAAGGAAGCCATAG
* x Kk K wokokk K sk kKK * % *
SINE2-1_EC ATACAGCGCCAGAAGGT GAGAGGATGGCGCAAAAAGACCGGGCAGGGTTGCGCTCTGCTG
RTE-1_EC GCATGAGTCTACAGGAGCTGAGTAGGGCTGTTGAGGACAGGACATTGTGGACATCACTCA
* X Kk ok ok kkk ok kokk * ok ok ok kK *ok
SINE2-1_EC TACACAGG-GTCGCTAGGAGTCAGAATCGACTCGATGGCAC-TAACAACAAA-
RTE-1_EC TTCATAGGAGTCACCAGGAGTYGGAGCCGACTTGATGGCATGTAACAACAACA
® kK ok kK K *ok

AFRO_LA/PSINET : RTE1(LINE)

AFRO_LA ——————— TGGAAAGCCTGGTGGCATAGTGG-TTAAGAGCTACGGCTG
PSINE1 GGGAAACCCTGGTGGTGTAGTGGGTTAAGTGCTACCACTG
RTE1_LA CAGGGTCAGCGGAAAAGAGGAAGACCCT-—CAATGAGGTGGATTGA-CACAGTGGCTG
RTE1_Pca GAGGGTCAGCGAAAAAGAGGAAGACCCT-—CGACGAGACGGATCGA-CACAGTGGCCG

* ok kkkkk % k% * %



AFRO_LA
PSINE1
RTE1_LA
RTE1_Pca

AFRO_LA
PSINE1
RTE1_LA
RTE1_Pca

AFRO_LA
PSINE1
RTET_LA
RTE1_Pca

RTE1-N1_LA(SINE)

RTE1-N1_LA
RTE1_LA

RTE1-N1_LA
RTE1_LA

RTE1-N1_LA
RTET_LA

RTE1-N1_LA

RTET_LA

SINE2-1_Pca

SINE2-1_Pca
RTE1_Pca

SINE2-1_Pca
RTE1_Pca

SINE2-1_Pca
RTE1_Pca

CTAACCAAAAGGTTGGCAGTTCAAATCCACCAGGTGCTCCTTGGAAACTCTATGGGGCAG
CTAACCACAAGGTCGGCAGTTCAAATCCACCAGGCGCTCCTTGAATACTCTGGGGGTCAG
C—-AACAATGAGCTCAAGCATAACAA-CGATTGTAAGGATGGCTCAGGACCGGGCAGTGTT
C—-AACAATGGGCTTAAGCATAAAAA-CGATTGTGGACATGGCGCAAGACCGGGCAGTGTT
* kkk ko % * Rk k% * * *

TTCTACTCTGTCCTATAGGGTCGCTATGAGT CGGAATCAACTCGACGGCAATGGGTTTGG
TTCTACCCTGGCCCCTAGGGTCGCCATGAGT CGGATCCGACTCGACGGCACTTGGCTTGG
TCGTTCTGTTGTGCATAGGGTCGCTATGAGT CGGAACCAACTCAATGGCACCTAACAACA
TCGTTCTGTTGTTCATAGGGTCGCTATGAGT CGGAACCGACTCGACGGCACCTAACAACA
* ok % % * kkkk ok kokk

TTTTGGTTTTTTT

© RTE1_LA(LINE)

TTCCGAAAATTAGCCAATGAAAACC———CTATGGATCACAACAGAATATT--GTCCAATA
TTTGGACATGTTGTCAGGAGGGATCAGTCCCTGGAGAAGGACATCATGCTTGGCAGAGTA
*k Rk Kk ok okk * %k kkkk K kkk Rk K kK Kk

TAGTGCTGGAAGATGAGCCCCCTAGGTTGGAAGGCACTGAAAATACACAGTGGCTGCAAC
CAGGGTCAGCGGAAAAGAGGAAGACCCTC-AATGAGGTGGATTGACACAGTGGCTGCAAC

k% Xk k*  kk o okk * *  kk Xk * Xk kokskokakokokkokokkokkkokk

AATGGAGTCAAGCATACCAACGATCATGAAGATGGGACAGGACCAGGCAACGTTTTGTTC
AATGAGCTCAAGCATAACAACGATTGTAAGGATGGCTCAGGACCGGGCAGTGTTTCGTTC

kKKK * % kkkk  skkkk kekkk

TGTTGTACATGGGGTCGCCATGAGTCGGAGCCGACTCGATGGCAACTAAGAAGAAGAACA
TGTTGTGCATAGGGTCGCTATGAGTCGGAACCAACTCAATGGCACCTAAGAACAACAACAA

kxkk )k kxkokk

 RTE1_Pca(LINE)

AAAGGCCTGGCGATCTACTTCTGAAAATCAGCCAATGAAAACCCTGTGGATCACAGTGGT
AGCGAAAAAGAGGAAGACCCTCGACGA-—GACGGATCGACACAGTGGCCGCAACAATGGG

* X * X k% k% Xk k*  kk ok kk o kk kKK Kkokk

GTGA--TCTGCAACTGATCATGGGGATGGCGCAGGACCGGGGAGCGTTTTGTTCTATTGT
CTTAAGCATAAAAACGATTGTGGACATGGCGCAAGACCGGGCAGTGTTTCGTTCTGTTGT

k% % k0 Rk okekk keksk kkxk kxokok

GCATGGGGTCGCCATGAGTCGGG—CCGACTCGATGGCAGCTAACAACAA—-
TCATAGGGTCGCTATGAGTCGGAACCGACTCGACGGCACCTAACAACAACAA

kxkk kxokok

TguSINE1 : CR1-X(LINE)

TguSINE1

CR1-X1_Pass
CR1-X2_Pass
CR1-X3_Pass
CR1-X1_3end
CR1-X2_3end

TguSINE1

CR1-X1_Pass
CR1-X2_Pass
CR1-X3_Pass
CR1-X1_3end
CR1-X2_3end

TguSINE1

CR1-X1_Pass
CR1-X2_Pass
CR1-X3_Pass
CR1-X1_3end

AGATTAGCTCAGTTGGTCAGAGCATG
GGCTCCGCAGGGAAGTGGTCACAGCACCAAGCCTGACAGAGTTCAAGAAGCGTTTGGACA
GGCTCCCCAGGGAAGTGGTCACGGCACCAAGCCTGTCAGAGTTCAAGGAGCGTCTGGACG
GTGTTTAAGAGGCATTTGGACA
GGCTGCCCAGGGCAGTGGGCACGGCCCCGAGC-TGCCGGAGTTCAAGGAGCGTTTGGACA
GGCTCCCCAGGGCAGTGGTCACGGCCCCGAGC-TGCCGGAGTTCAAGAAGCATTTGGACA

* %k X * * %

GTGCTAATAACACCAAGGTTATGGGTTTGATCCCCATATGGGCCATTCACTTAAGAGTTG
ATGCTCTCAGGCACATGGTGTGACTCTTGGGGATGGTCCTG—TGCAGGGCCAGGAGTTG
ATGCTCTTAGTCATATGGTTT-AGTTTTAGG——-TAGTCCTG—CGAGGAGCAGGGAGTTG
ATGCCCTTAATAACATGCTTTAACTTTTGGT-—CAGCCCTG—AAGTGGTCAGGCAGTTG
GCGCTCTCAGACATAGGGTTTGAATTTTGGG——TGGTCCTG—TGTGGAGCCAGGAGTTG
ACGCTCTCAGACATAGGGTTTGAATTTTGGG——TGGTCCTG—TGTGGAGCCAGGAGTTG

k% * * k 3k k% * kkkokk

GACTCAATGATCCTTGTGGGTCCCTTCCAACTCAGAATATTCTGTG—ATTCT————-
GACTCGATGATCCTTGTGGGTGCCTTGCAACTCAGCATATTCTGTG——ATTCTGTG——AT
GACTCGATGATCCTTATGGGTGCCTTGCAACTTGAGATATTCTATG——ATTCTATG—AT
GACTAGATGATCGTTGTAGGTGCCTTGCAACT-GAAATATTCTATTCTATTCTATTCTAT
GACTCGGTGATCCTTGTGGGTCCCTTCCAACTCGGGATATTCTATG——ATTCTATG——AT



CR1-X2_3end

TguSINE1

CR1-X1_Pass
CR1-X2_Pass
CR1-X3_Pass
CR1-X1_3end
CR1-X2_3end

GACTCGATGATCCTTGTGGGTCCCTTCCAACTCGGGATATTCTATG——ATTCTATG——AT
Kok *% %

TCTATG
TCTATG
TCTATTCTATTCTATTCTATTCTATTCTATTCTATTCTATTCT
TCTATG
TCTATG

SINE2-1B_ACar/SINE2-1_ACar : Vingi-2_Acar (LINE)

SINE2-1_ACar
SINE2-1B_ACar
Vingi-2_Acar

SINE2-1_ACar
SINE2-1B_ACar
Vingi-2_Acar

SINE2-1_ACar
SINE2-1B_ACar
Vingi-2_Acar

SINE2-1_XT :

SINE2-1_XT
L2-4_XT
L2-3_XT
L2-6_XT
L2-2_XT

SINE2-1_XT
L2-4_XT
L2-3_XT
L2-6_XT
L2-2_XT

MIR_Xt (SINE)

MIR_Xt
L2-5_XT

MIR_Xt
L2-5_XT

MIR_Xt
L2-5_XT

CTCTATCAGCTCCAGCTCCATGCGGGGACATGAGAGAAGCCTCCCACAAGGATGGT
CTCTATCAGCTCCAGCTCCATGCGGGGACATGAGAGAAGCCTCCCACAAGGATGGT
TTCTAACAG-——CAACACCA-——GAGGCACTCCAAGTGGCCAGCTACTGGGCAAAA
Fkk kkk Rk ok kkk % Rk % Rk kkk ok Rk Kk

AAAA-CATCAAAACATCCGGGCGTCCCCTGGGCAACGTCCTTGCAGACGGCCA——ATTCT
AAAAACATCAAAACATCCGGGCGTCCCCTGGGCAACGTCCTTGCAGACGGCCA——ATTCT
GACA——TTTAGTATTAATGCCAAGTTTTTGTTTTTTTTTCTTAAAAAAAATCTCTATGTT
* % K x % * *% * Rk K % * k% %

GTCACTGCAGAAGCAACT——————— GCGGTTGCTGCTGACACGAAAAAAAAAAAAA
CTCACAGCAGAAGCGACTTGCAGTTTCTCAAGTCGCTCCTGACACGAAAAAAAAAA-—
TGCAAATCCATTACAACTTGTACCCTC-GGTTTCGCTTCTGACACGAGAAATAAATAA-

k% * * skkxk k skekk skekskskokskskkk  kekk skekk

L2-4_XT (L2-3, L2-6, L2-2) (LINE)

CTTAGATTGTAAGCTCCTCTGGGGCAGGGACTGATGTGAATGATGAATAATCTCTGTAAA
AATTGTTTATATGTACATGTTAACT-—GTTCTGTCTTTTGTACCCCTCTATTCTGTAAA
GTTTATATGT-TA-—CTCTGTATGT-—CCAATGTATGTAACCCA-———CTTATTGTACA
CCTTGTTTGT-TAAACTTTTTAAGA-—TCCCTGTTTGTT-TAAA-——-TTTATTGTGAA
ATTTATCTAT- TA——TCTTATTAAC———CCCCTGTTTGTATTAATGTATTCTACTGTACA

* * % kkk ok

GCGCTGCGGAAATGTGTTGGYGCTATATAAATAACAGGAAATAAATATAAATAAAT-
GCGCTGGGTAAAT-TGATGGCGCTATATAAATAA-TAATAATAATAATAA-———-
GCGCTGCGGAATA-TGTTGGCGCTTTATAAATAAATGTTAATGTAATGTAATGTAAT
GCGCTGCGTAATT-TGCTGGCGCTATATAAATAAATGATGATGA————————-
GCGCTGCGTACAT- AAGTAGCGCTTTATAAATAAAGATATACATACATACATACA——

kxkkkkkk Xk k 3k skskk skekokskskokskskk

 L2-5_XT(LINE)

AG-CCTGGTTGGATTGCCCTGTGGCAACTCCTTGTGACCCTGGACAAGTCAGTTAATCTGG
ACGTTTAAATCAAAACTGAAAAGCCACCTGTT-TAGCCTGGCATTTATGTCCACATAACT

kX * k% % Xk k% kX k% %k kk ok X X X k% ok

TGGTGTGCCAGCATACTTAGTGCGCCTATAATGGCTGCCTTGCTTGCTGTAAAGCGCTTT
T-—-TTCCTCTGCACACATAG——ATATGTACTG-——ATCTGAGACAAGCTTATGCGCTTT

k ok ok ok kkk kk kkk * k% kxk k% %k kkkkkkk

GAGTCCCACGGGAGAAAAGCGCTATATAAATGATWCCC-TTACCCTTA—-
GGGTCCCACGGGAGAAAAGCGCTTTACAAATGTTTGTTGTTGTTGTTGTTG
* *% * *% *%

SINE3 : CR1_DR(LINE)

SINE3-1
SINE3-1a
GR1-4_DR
GR1-7_DR
GR1-9_DR
CR1-13_DR

SINE3-1
SINE3-1a
CR1-4_DR

CTGGCGCCGTTGTCCTGTGGCTGCCGTCGCATCATCCAAGTGGATGCTGCACACTGGTGG
CTGGCGCAAA———, ATGGCTGCCGTCGCGTCATCCAGGTGGATGCTGCACACTGGTGG
ATATTCGCTATTGCGTTTTAACCTGTTTGGTCAATGATTGTTTTTAGTAATGTTTAATTT
ATTGCTTTTAAT-———GATTTTATGGATTAACACTATGATTTATTAGTCTTCTGTCTTGT
ATGTCTCTTAGG————TTTCGTTTGTGTTATTCATGTTTGTTATATTTGACCTCATGTAT
ATGGTTCATA——— TTTTTATTGTTTTATT-GCATCTTTTATTGTTGTGCTGTTTT—-
* * * *

TGGTGTGGAGAGACCCCCCCTCATGATTGTGAAGCG-CTTTGGGTGTATGGCCATACACA
TGG-ATGAGGAGATTCCCCCCAATG--TGTAAAGCG-CTTTGAGTGCCCAG—————-
GTTTTAGCATGTCTGT-TGATGCTTATTGTAAGGCGACCTTGGGTGTCTTG—————-



CR1-7_DR
CR1-9_DR
CR1-13_DR

SINE3-1
SINE3-1a
GR1-4_DR
GR1-7_DR
GR1-9_DR
CR1-13_DR

TTTTTATAATGTGCCTGTGACAT—ACTGTAARGTGTCCTTGAGTGCTCTG——————-

GTTTGTTTATCTTTTTGTTGCATTCCTTGTAAAGTGTCCTTGAGC-TCTGG——————-

GCTTGCCTTGTGTTCTAGTATTTTGCCTGTA--GCG-CTTTGAGT-ATAAG———————-
*kk Kk ok ok kR % *

ATAAATGCGC——TATATAAATACACATTAC-ATTAC-ATTA————————

——AAAAGCGC——TATATAAATGTAAGGAATTATTATTATTATTATTATT————

——AAAGGCGCCATTTACAAATAAAATGAATTATTATTATTATTATTATTATTATTATTA

——AAAGGCRCC—-TATAAATAAAGGGTATTATTATTATA

——AAAGGCGC——TATATAAATAAAAATTATTATTATTATTATTAT-———————~

——AAAAGCGC——ATTACAAATAAAATGTATTATTATTATTATTATTATTATTA——
kK Kok k% kkkk K ¥ kkkk kkkk

SINEX-1_CM/SINE2-1_CM : CR1-2_CM(LINE)

SINEX-1_CM
SINE2-1_CM
CR1-2_CM

SINEX-1_CM
SINE2-1_CM
CR1-2_CM

SINEX-1_CM
SINE2-1_CM
CR1-2_CM

SINEX-1_CM
SINE2-1_CM
CR1-2_CM

ATAATCCCTGCAAAACCAAAAACAATAATAAATTGGTCATTTTCAATCYAHGACTGTTTG
ATAATCCCTGCAAAACCAAAAACAATAATAAATTGGTCATTTTCAATCYAHGACTGTTTG
ATTTCCCCCCT—--CCTCGCTCCCTCCC—-TTCCCTCCCCTCA-—CCCTGACCATTTC
*k Rk K *% * % *x KRRk ok okkk Rk

TGGGACATTGCTGTGCGCAATTGGCTGCCGCGTTCGCCCACAAATATACAGTCAATTCAC

TGGGACATTGCTGTGCGCAATTGGCTGCCGCGTTCGCCCACAAATATACAGTCAATTCAC

GC—CCCTCCTCGCTCCCTCCCTTCCCTCCCCTCACCCTGACCATTTCCCCCCTGCTCGG
* % * % % * Kk ok ok Kk *k % kK Kk

TTTACAGTRTRTTCTGTGAAGCGCTTTGGGACGTCCTCCCGACGTGAAAAGCGCTATATC
TTTACAGTRTRTTCTGTGAAGCGCTTTGGGACGTCCTCCCGACGTGAAAAGCGCTATATC
GTCATGACCCAA-CTGTGCAGCGCCTTGGGACGTCCTCCTGACGTGAAAGGCGCTYTAT-

* % kxk

AAATGCAAGG——ATTATTATTATT—-
AAATGCAAGG——ATTATTATTATT——
AAATGGAATCTTGTTGTTGTTGTTGT

kkxkkk  kxk k% ckk kk kk

Bf ISINE1 : Crack-16_BF (LINE)

Bf ISINE1
Crack-16_BF

Bf ISINE1
Crack-16_BF

Bf ISINE1

Crack-16_BF

SINE2-4c_SP

SINE2-4c_SP
CR1-4_SP

SINE2-4c_SP
CR1-4_SP

SINE2-4c_SP
CR1-4_SP

ACC—CCAGGGACGT TAAAGAACCCACCACACGTGCGATGGTGCGGTGTGAGATGGTGCAA
ACTGTTTTTCAGTTTACCATATGTTTGCTTTCTGTTATTTCAAAGTTATAATTTGTATAA

k% k% kKK * Kk okk k% k* ok kk o kk

ATCCTTG-CGTCTAGAATTGGTGATTCTCTACAAATC——ACCCGGACTCCAGGAAGAATA
TTTGTACATTTCTGTTGCAATTATTTCTGTATTGTTTTAATGTGGACTCCAGGAAGACTA

* ok % kxkk % kxokk okk * * skskokkkokkkokkkkk kxk

GTGACATATCAGTCACTAATGGAGATCTGTATAA-CCAAACGAAACCAAAGCTAA
GTG———TATT--TCACTAATGGAGATCTAAATAAACCAAACCAAACCAAACCAAA

)k )k skkckkRokkRkkRkkkk  kkkok kokakakokokakokokkokokkkkkk kK

© CR1-4_SP(LINE)

TCCACCCAGGTGTAGTAAA-—TGGGT-ACCTGGTAGGAATTTATTCCTTGAATGC
TGTACCATGGCACCATGAAGTTGTGTGATCTAATGCAAGTTAA—CATTTAATAT

k  okkk  kk % kk  kk kk k kk Xk ) kk ko ok kk kkk

TTTTAGCGCCTTAGGGCAGCTGGGCTAAAGCCAGGGTAATAATACTACTTTGTAGGCGCC
TTCTTTAATCTTAAGTATGTTG———AATATTAATTTAA———ATTA-TTTGTATGCGCC
*% % *kkk kK Rk *x * kKK * Rk kkkkkk Rk

TTGAGCATCCCCTGGGATGGATACGT-GCGCAATATAAATGTAGCTATTATTATTATTA-
TTGAGCATCTCTAGAGATGGATATGTTGCGCTTTATAAATATTGTTATTATTATTATTAT
* % Kk kokk * %

SINE2-3_SP : CR1Y_SP (CR1X_SP) (LINE)

SINE2-3_SP
GR1Y_SP
CR1X_SP

GAGAAGAGTCACTACCTT-TGCACGTTAAGAACCCACTGCACTATTCGTATAAGAGTAGG
GCCTTCCGTCAAYRMCTGACGGGAGGCAGCAACTAAGTCCGGGAACTTTTTAGTGGCACT
GCCTTCCGTCAATGCCTGACGGGAGACAGCAACTAAGTCCAGGAAATTTTTAGTTGCAGC
* Fkokk *k ok ok k kkk ok ok k% * k% % %



SINE2-3_SP
GR1Y_SP
CR1X_SP

SINE2-3_SP
GR1Y_SP
CR1X_SP

G-GGAAACCCCGGTGTAGTGGTCCACCTGCACACCCCAACCAGGCCGAGTATAATACGGC

ATGTAAATAGCATTGCACCATGCAGCCTTGCTC-TCGTA-——AGCACACACACACTCATCA

ATGTAAATAGCATTGCACCATGCACCTTGCTC-TCGTATTAAGCACACACACACTCATCA
* kkx Kk Kk X * ok kkk k% % k% X * % %

ATCTGCAAGGATCTTCAGTATTGAAGGAGGCAGA-TTATCTTGAAGAAGAAGAAGAA—-
GTCTGCAAGAATCTTCAGCAGT GAAGGAGGCAGACTTAACCTAAAGAAGAAGAAGAA—-
GTCTGCAAGAATCTTCAACTGTGAAGGAGGTAGACTTAACCCAAAGAAGAAGAAGAACAA
Rk Rk Kk kkkklkkkkkkkkk

SINE2-8_SP(SINE2-6, SINE2-4b) : L2-1_SP/CR1-3_SP (LINE)

L2-1_SP
SINE2-8_SP
SINE2-6_SP
SINE2-4b_SP

L2-1_SP
SINE2-8_SP
SINE2-6_SP
SINE2-4b_SP

L2-1_SP
SINE2-8_SP
SINE2-6_SP
SINE2-4b_SP

Gecko (SINE) :

SINE2-1_NV

SINE2-1_NV
CR1-16_NV

SINE2-1_NV
CR1-16_NV

SINE2-1_NV
CR1-16_NV

SINE2-5_NV

AATTTTTTACA-GTGTATGCACTTGGAGAGCAAAATAATTA—-TTCTGTTTTATTTACT

TGCACACAGTGTGTGCGGGCAAGCACTGAATCCAATGACCGGGGTAATAGTATATT—T-

TGCATACATTGTGTGCGGGTAAGC-CTGAATCCAATGACCGGGGTAATAATATACT—TA

GGTACCTGATATGCTTGAGCGC-TAGTTACTTTGGCAGCTCGGCTACGACCAGGGTAATA
* * * * *

AATGTAAAGCGCTTTGAGC——-— ATGTTTATGTAAA-GGCGCTATATAAATATCAA-T
——TGTAAAGCGCTTAGAGA———- CATTTGTATTA-—AGCGCTATATAAAAGCTAAAT
TCTGTAAAGCGCTTTGAGAGGGCCTCCGGTCCTGAAA-—AGCGCTATATAAGAACGAGCT
TGTGTAAAGCGCCATGAGCGTCAGAACCTGGCGGATACCGGCGCTATATAAATAACCA-T

fRkkkkkkkk Rk ¥ kkkkkkkkkkk *

ATGTATGTATGTATGT———-
ATTATTATTATTATTATTA-—-
ATTATTATTATTATTATTATT
ATTATTATTATTATTATTATT

k% * % *kokk

I_AAe (LINE)

AAAAAGTTATAGTGACGACTTCCTTCGGAAGGGAA——GTAAAGCCGTTGGTG-———CCG
G-—TAACAGACTAGAGAATACCCTTAAGGTAGCTG-TAGCGTGCAATATTCGTCAACGG
G-———-TATAAACTCTGTAAATTCCTGGAGTGCGCTTATGGTACCCCACCTTTTTCC-TCG
CACATTATTCGCGAGGTTGAATCCTTCAGGTTCCTCCTCCTTTTTTATATTTTTG——TCG
AGCAAAATGTACAGGGGGGCCTCTCACTACGAAGCCCTCT———CCATATTCTCTACCGG
ATTACTGTGTATAAGTATTACTGCCCAGGAGGGCCAATGTAACGCCGTCTTTTTTCACGG
TCAGTCTTCTGCTGACCGTATTTCTCCAGGGTCTCAGCCTTCTGCTGAGGCTTCTC-CCG
TCAGTCTTCTGCTGACCGTATTTCTCCCGGGTCTCAGCCTTGTGCTGAAGCTTCTC-CGG
TTGAAAGCCTGTAAAACTCCTTATTGAAAGCAGCCTTTCTGGCGCTTTTGTGACAAATGG
TATGGTTCGCCTTACTTTCCCCCGTTACACGAGTGCCCTTCAGGCACCTCATGTGG—CAG

AGATGAACTAGCCCAGGGC——TAAAAATCTCGTTAATAAAGATAGAAAAAAAAAA-——-
AGATGAACCAGCCTCAGGC——TGAAAGTCTCGTTAATAAAGATAATAATAATAATAAT—-
AGACGAACCAGCCAAGGGC——TGAAAGTCTCGTTAATAAAGACAATAATAATAATAATAA
AGGTGAACCAGCCACGGGC——TGAAAGCCTCGTTAATAAAGACAATAATAATAATAATAAT
AGAGGAACCAGCCAACGGC——TGAAAGTCTCGATAATAAAGATAATAATAA—————-
AGAGGAACCAGCCACTGGC——TGAAAGTCTCCTTAATAAAGATAAAAAAAAAAA———-
TGTTGAACTAGCATAATGT--TAAAAAACACGTTAATAAAGATGAAAAAAAAAA———-
TGTTGAACTAGCATAATGT——TAAAAAACACGTTAATAAAGATGAAAAAAAAAAAAAAA-
TGATGAACTAGCCGTATGCGCTAAAAATCACCTTAATAAAGAACAAAAAAAAA-———-
TGATGAACTAGCCAAACGAGTTAAAAATCACTTTAATAAAGAAAAAAAAAAAAA———-

) kkekk skekk * k kkk ok ok kkokekkokkkok k% kxk

: CR1-16_NV (LINE)

TTGACTTGTTGAACGTATGTGAGCTTACTAGAAGCTTGTGTTCCTCAGTTCCAAGATGGG
GTAACATTTCCTATTAGACACAATGTATTGTCAG——GGTGATTTTTAATTTTTAATTGTG
* k% % k% * Rk ok Rk kkk kK ok kK ok Rk X

ACATTCTTAATACATTAGGATTTTAAATGTGAAGCGCTTAGAACA-TGGTTGGTATAAGC
TAATGTTTATTTAATTGATATAT-AATTGTAAAGTGCCTAGGGCAATTATTGATG-AGGC
k% Rk K kkk Rk ok Rk Rk Rk kK RRk Rk K kkk K K kK

GCTATATAAATGCT-ATATTATTATTATT
GCTATATAAATGCTGATATTATTATTATTATTATTATTATTATTATTATTATTATTATTA

* Rex1-24_NV (LINE)



SINE2-5_NV
Rex1-24_NV

SINE2-5_NV
Rex1-24_NV

SINE2-5_NV
Rex1-24_NV

TCTCTCATCCATGTAAACTGCGTGGCAGCACAGTGCGCCTTATATAGCAGTCCGAATAAG
TATTTTATCATAATAATATTTATAAC——-TATTGTCGTATTTAAATTTTTCATATTATT
* ok k kkk *kk * k% * k% * k% X *k ok Kk

ACCCCGTGTAATGTAAATCCAGAGTAATTCAGCCTAT-GGCTGCAATTCTGGATAAAGTC
TTTATTTTTTTTGTACATAATGCGTAATTCAGCCTTTTGGCTGCAATGCATATTTTTAAT
* ok okkkk Rk % * * *

GGCCCAGCTTCCTTTCCTTTCCTTTCCT——
AAACTATCTATCTATCTATCTATCTATCTA
* ok Rk okk kk ko %

MgSINE : MGR583 (LINE)

MgSINE
MGR583

MgSINE
MGR583

MgSINE
MGR583

MgSINE
MGR583

MgSINE
MGR583

MgSINE
MGR583

MgSINE
MGR583

MgSINE
MGR583

MgSINE
MGR583

SINE2-1_BG :

SINE2-1_BG
Tad1-24_BG
HaTad1-3_BG
HaTad1-5_BG

SINE2-1_BG
Tad1-24_BG
HaTad1-3_BG
HaTad1-5_BG

SINE2-1_BG
Tad1-24_BG
HaTad1-3_BG
HaTad1-5_BG

GGGGGGAATGGCGCAGTGGTTAAGCGCCA—T
CGGTGCACTGCCGCTTTTCGCGGGCGGTGTGGAGAAACTGGCCGTGGCCTGACAACGAGC
* Kk kkk % kkk * %

GGCTGTTACTTGAGTAACGTAGGTTCGAATCCTGC—-TCCCTCCACCTCCTCCCCGCTT
GGCCGGTCGGGCCGCCAGACCGCGCCCAACGCCGCAAATTCTTCCAGACAAGCCTCGGGC
*kk k% * % ¥k Rk ok kK ok ok kkkk *% Kk

ACCGTGGCAAGGATAACCCG——— GCTGGCTATGGAGAAGAAC—CACCCGCCTGTG——
AACCGAAAAGCTTTGAGGCGTTTTCGATAGCCACCAACTACTTCAGCGCCCGCCCCAGAG

* % * k* ko kk k sk oKk ok ok skk skk ko ok skkkkkk *

————CCATCGAGGCCACACTTGTTGGGAAG———TTCGTCTGCATGGCTACAAACGACCG
CGGCCCGCCAGCGCCCCGCGCGCCACGAACGCACTTTACGCCTAGGGACACCGATCGTAA

k% ok k% %k k ok kokskk k% k 3k okk  kk Xk

ACAGCTG———CGCTGTTTGGACACAGGCC———CCTCTCGATGAAGAGC-——CGTCAAC
ACGACTCGAACTCTGACGAGGAATAGACTTACTGCCTTTTCACCCACACTTCACGGCACA

k% kkk k skkk * ok kk ok kkk kX k% kk

TGCCGTCAGACGAATCCTCCGTGCGCCTGAAGGCACGGGGTCGCGTCAGTGAACAAAGCT
AGCCGCTAGACGAACCCTCCGTGCACCTTA-GGCACGGGGTCGCGTCAGTGAACTAACCC

kkkk kkk >k kKKK

G-TAAGGAGGACCGGGCACGAACCCGGTCAGGCTCGATTCGCTTCTATGG-CCTTGTTTT
CCTAAGCAGGACCGGGCCCGAACCCGGTCAGGCACGATCCGCCTCTGCCCTCCTTGTTTT

kkkk skkk kkk ) kekkkokkkokk

CCGG-TGTGTAAATAGAGAAAATAGAAAGCGCGCCGAGATAGCCCTCGG-AGGTTGCTAA
CCCCCTGTGTAAATAAAGAAGATAGAACGCGCGCCGAGATACCCCTCGGGAGGTTGCTAA

k% % kkkk

CGGTCGGCTAATGAGGCGGGCCGAGCCCGGCGTTAAATAATACTACTACTACTACTA-
CGGCCGGCTAACAAGCCGGGCCGAGCCCGGCGTTAACTAATACTACTACTACTACTAC

kxkk

Tad1-24_BG (HaTad1-3_BG, HaTad1-5_BG) (LINE)

AAAAGCGGCCTTGTCACAG———CCGTAGTGAGACTTGCAAATGATATCTGAGGCATGA-
AAATATGTGAGGACTATAGA—-CAACAAATAGAAAGGTGTGGGAGGTTTTCACCATAAA
GGTTAAGGAAGTACTACAG-—-TAATAAATTGA-AGGAGAAGGGGGTTTTTATCGGAA-
AGGTAACGAAGGACTACAGATGATAAAAACTTGATAGGGGGAGGGGGTTTTTATCGTAAT

* k% * * * % *

TGTTCATCAGAACTATATCATCATTGTATCTGACTGAAGT CAACACCTGCATGGGCCAAA
GGTTTCCTCC-CGGGTAAA———- TAT-——TATAGACTGTAGACACCTGCATGGGCCCAT
GGTTTCCCCCTCATGTAAAATATCTATAAGTAGAGTTTATAGCCACCTGCATGGGCCCAT
GGTTTCCCCCTCATGTAAA-—TACATAGATAG-GTTCATAGCCACCTGCATGGGCCCAT

kxkk * k% * * * skpckokkokokkokkkokkk K

AAGGCGCCAAATCAGGACAATTGAATAATTTATTTATTTA
AGGGCGCCAAATCAGGATAA-TGAA-ATCAAATTCAAATTCAATAATAATAATAATAATA
AGGGCGCCAAATCAGGTTAA-TGAA-ATCAAATTCAAAAATAATAA-————————
AGGGCGCCAAATCGGGATAAATGAA-ATCAAATTCAA
K kkkkkkkkkkk Rk Rk kkkk % *kk %

EdSINE1 : R4-1_ED(LINE)



EdSINE1
R4-1_ED

EdSINE1
R4-1_ED

EdSINE1

R4-1_ED

R4-N1_ED (SINE)

R4-N1_ED
R4-1_ED

R4-N1_ED
R4-1_ED

R4-N1_ED
R4-1_ED

ATCAAAAATG———AGAAAAGAAAATTCTCACAGTTCAACAACTAAAAGCAAAGAATAA
ATTAAAAACCTTGTAATTAAAAACATGATGGACGTCATGGAGCACTGTGGAGATCACAA
% kkkkk * ok Rk Rk % *% * % R

GCTAATAGTTGAAGAACAAATACAT--TTAAAGCGAAGGGATGGGATTAGTCTCCCCTGA
CCAAACATATGTAGTTGAACTACAAGACGAAGACGAAGGGACGGGATTAGTCTCCCCTGA
* Rk ok Rk Rk Rk kkkk *x

GCAAGGAACAATAGAAAATATTTCTATTAATACTTAATTAACTACTTTTTATTT
GCCAGGAACAATAGACACAAGTTCTATTAATACTTAATTAACTTCTTTTT-——-
*% * %

© R4-1_ED (LINE)

GGAAGAAATGAAACAAAGAAATGCCTTCCTCATATTCCAAGAAAAACCTAAAATATATGT
ATTAAAAACCTTGTAATTAAAAACATGATGGACGTCATGGAGCACTGTGGAGATCACAAC
* ok ¥ kK K K * % * * Kk

TAAACAAAAAGA-TTACTGTTTTTTAAACAG-CTCAGTGATGGAATTAGTCTCCCCTAAA
CAAACATATGTAGTTGAACTACAAGACGAAGACGAAGGGACGGGATTAGTCTCCCCTGAG
fkkkk kK Rk kK ¥ Rk ok Rk kKRR RRRRRlRkkRkRk K

CTAGGAAGAATAGATGAAAAATCTATTAACACTTAATTAAATAATTTTTAT
CCAGGAACAATAGACACAAGTTCTATTAATACTTAATTAACTTCTTTTT—
* ok *

SINEX-1_CR : RandI-2 (LINE)

SINEX-1_CR
Randl-2

SINEX-1_CR
Randl-2

SINEX-1_CR
Randl-2

TGGACTTTGAAGAGCGGCCTAGGACTTGGAGGTTGTAGTTTCGGAGGTTGTGACTCT——
CCGAGCAGGAACTCAAACCGAGAGGTGGGTGAGCCACGGCTCCCCCACAGCTCCTCGGAG

k% *kokk k% kk * kk >k *  kk kxkk

TTCGTGGTGAGGCGTCAGCGTGAGGGGGGCGGGCCCTCTCGCCCTAGTCACCTTGGCCCG
TGCGTGGTGAGGTGGCAGCGCGAGGGGGATGGGCCTCCTCGCCCTAGCCACCTTACCCCG

* *

TTAATCGATGCCAGGCCCTATGGGCCGGCGTTGTAATTATTATTATTATT
ATAATCGACGCCAGGCCCCATGGGCCGGCGTTTGAATTATTATTATTATT

SINEX-4_CR : RandI-2 (RandI-3) (LINE)

SINEX-4_CR
Randl-2
RandI-3

SINEX-4_CR
Randl-2
RandI-3

SINEX-4_CR
Randl-2
RandI-3

GCCGCTGCCACCGGTGGGCAGGACCGGCAAATGATAAGGTGGTCGTGGTGACTTCGCGGC
GAGGTGGGTGAGCCACGGCTCCCCCAGACCTCCTCGGAGT G—CGTGGTGAGGTGGCAGC
CCCCAGGGTGA———-TGTCCCCAACCGGCCCCCCT——-TG—CGTGGTGAGGCGGCAGG

* % * kK Rkkkkokkk *

TTCTCTGGAACTGGGTTGAGAGATGATCAGCGAAGGCGTTGCCCCGTTAATAGATGCTAG
GCGAGGGGGATGGGCCTCCTCGCCCT—AGCCA-——CCTTAGCCCGATAATCGACGCCAG
GTA-—GGGGATGGGCCCCTACACTG-—ACCCG-——CCTTGCCCCGATAATCCACGCCAG

* k& kk * % k kk okkkokk kokkk Kk Kk Kk

GCCCTATGGGCCAGCGTTGGGATTATTATTATTATTATT
GCCGCATGGGCCGGCGTTTGAATTATTATTATTATT-—
GCCCTACGGGCCGGCGTTTCGATTATTATTATT————-

kkkk Xk

SINEX-5_CR/SINEX-6_CR : RandI-5(LINE)

SINEX-5_CR
SINEX-6_CR
RandI-5

SINEX-5_CR
SINEX-6_CR
RandI-5

TGGTAGGCCGATAAGCTCAGATCTT-CGGATCCTATGAGCTGAGTAGAGGGTGATGCGTG

TGGTAGGCCGATAGGTCCAGAACTT-CGGTTCCTATGGACTGAGTGAAGGTGGATGCGTG

AATGGGGATTGTGAACTCACGCCAAGTCGGCCCCACTGGCGGCGCCACGGCTGCTGGCGC
*x * % X * Rk % * % % R

GGGTGCCTCTAGTCAGGG————- TCCCACAG——-GGTACGGTAGGGT T-——CTAAGAAG

GGGTGCCTCTTGCCAAGG————— TCCCACAGA-—GATACGGTAGGGTTAGCCTCGATGG

CAGCCCTCGCGATCCAGGGTAACTTTCCACCTTTTGACACGGTGGGGTGAG—CAAAACT
* % * Kk * kK ¥ kkkkk Rk



SINEX-5_CR GACTCTTCCTTAAGACACGCGGGGCCGTTGGCCCGT-GCGTAGCTATTATTATTATTATTA

SINEX-6_CR GACTCTTCCTTAAGGCACGCGGGACC-TTGGTCCGT-GCGTAGGTATTATTATTATTA——

Randl-5 CACTCCTCCTTAAGAAACGCGGCCTCCTTCGTGAACCGCGTACATATTATTATTATTATT
fhkk kkkkkkkk  kkkkkR K kK X




