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Supplementary Figure 2. Effect of RANKL-stimulation on the expression of FAE- and M

cell-related genes in the villous epithelium. Heat maps showing the expression of equivalent

probe sets of the genes represented in cluster 65 in samples from mucosal data sets (Peyer’s

patch M cells, CT-stimulated villous epithelium, ileum epithelial cells, FAE, small intestine

epithelium, ileum and NALT, left-hand panel) and RANKL-stimulated villous epithelium

(right-hand panel). Each column represents the mean probe set intensity (log,) for all

samples from each source (n = 2-4). Significant differences between groups were sought by

ANOVA. P values for those genes which were significantly increased (P < 0.05) in the

villous epithelium (> 2.0 fold) within 2 d of RANKL-treatment when compared to controls

(unstimulated epithelium) are indicated.

CT-stim.
Gene symbol: PP  villous ileum Si
probe set ID Mcells epith. IEC FAE epith.

Anxa10:1449426_a_at
Ascl2:1422396_s_at
Calcb:1422639_at
Ccl20:1422029_at
Cftr:1427767_a_at
Clca2:1419463_at
Fgf15:1418376_at
Fgfr4:1427776_a_at
Gjb2:1423271_at
Gp2:1449452_a_at
Gpr133:1455466_at
Gulo:1451297_at
Kcna1:1417416_at
Kcnj15:1435354_at
Mycl1:1422087 _at
Psg18:1421658_x_at
Rps6kl1:1426466_s_at
Ubd:1419762_at

Day post RANKL-treatment P value
Gene symbol: Control d2vs.
probe set ID (d0) 1 2 3 4 control

Anxa10:10578857
Ascl2:10569385
Calcb:10556546

Ccl20:10347888 Cel20:0.0002

Cftr:10536563 Cftr: 0.04
Clca2:10502565 _- Clea2: 3x10°
Fgf15:10559373

Fgfr4:10405380 -

Gjb2:10420362 Gjb2: 0.001
Gp2:10567366 - Gp2: 6x10°

Gpri33:10525989 Gpr133: 3x10

Gulo:10420899
Kcna1:10548047
Kcnj15:10437151

Mycl1:10507798 Myci1: 0.0005
Psg18:10560358
Rps6ki1:10401595

Ubd: 0.019

Ubd:10445112
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