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PDB Acc. No. IXFB

Figure S1 3D models of fructose-bisphosphate aldolase C

The results for 3D modelling were downloaded from Protein Data Bank.
The accession number of the protein is 1XFB. NO,Trp31* is located
within a region adjacent to the active site and substrate-binding site.
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and Active site

PDB Acc. No. 1U8F

Figure S2 3D models of GAPDH

The results for 3D modelling were downloaded from Protein Data Bank.
The accession number of the protein is 1U8F. Both Trp®® and Trp3'?,
which were detected as NO,Trps in the present study, are located in a
region adjacent to the NAD-binding site and the active site.

1 To whom correspondence should be addressed (email yamakura@sakura.juntendo.ac.jp).
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Figure S3 3D models of phosphoglycerate kinase 1

The results for 3D modelling were downloaded from Protein Data Bank.
The accession number of the protein is 1VJD. Nitrated Trp382 is located
in a region adjacent to the ATP-binding site and the substrate-binding
site.
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Figure S4 MS/MS spectrum of the tryptic peptide
K*’S VPEANSS*$3W-NO,MDTVIR.Q**° from PDEC2, mitochon-
drial in the hippocampus

W-NO, indicates NO,Trp residue.
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Figure S5 MS/MS spectrum of the tryptic peptide miz
R6%6 VVDGAVGAQ®1®W-NO,LAEFKK.Y®2®  from PDEC2, mito-
chondrial in the hippocampus . . .
W-NO, indicates the NO,Trp residue. Figure S7 MS/MS spectrum of the tryptic peptide
K358, LAQSNG3°°W-NO,GVMVSHR.S*’®* from o-enolase in the
hippocampus

W-NO,, indicates the NO,Trp residue.
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Figure S6 MS/MS spectrum of the tryptic peptide :: ; bio
R77.SGPFGQIFRPDNFVFGQSGAGNN!°?W-NO,AK.G1** from tu- 204 :
bulin 3-2A, 2B, 2C and 5 chains in the hippocampus 15 2
W-NO, indicates the NO,Trp residue. 103 b Yia
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Figure S8 MS/MS spectrum of the tryptic peptide
K25.1QLMYI32W-NO,VDGTGEGLR.C*? from glutamine synthetase
in the hippocampus

W-NO, indicates the NO,Trp residue. M* indicates oxidation of methion-
ine residue.
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Figure S9 MS/MS spectrum of the tryptic peptide Figure S11 MS/MS spectrum of the tryptic peptide
K358_LAQEN6365w_Nozvavsun_s313 from y-en0Iase in the R3°4.ALQASALKA:“"W-NOZGGK.KSI'S from fructose-bisphosphate

hippocampus aldolas_e A in the hippocampqs
W-NO, indicates the NO,Trp residue. W-NO,, indicates the NO,Trp residue.
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Figure S10 MS/MS spectrum of the tryptic peptide an &0 50 000 - T R R )
- . i
K®2.YPIEHGIVIN’°W-NO,DDMEK.I®®* from actin, cytoplasmic

2 in the hippocampus

W-NO, indicates the NO, Trp residue. H§ indicates the methylation of the Figure S12 MS/MS spectrum of the tryptic peptide
histidine residue. M* indicates oxidation of the methionine residue. K834, WS5.NO,GDAGAEYVVESTGVFTTMEK.A%® from GAPDH in
the hippocampus

W-NO,, indicates the NO,Trp residue. M* indicates oxidation of methion-
ine residue.
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Figure S13 MS/MS spectrum of the
K3°7 LIS3'*W-NO, YDNEYGYSNR.V322
hippocampus

W-NO, indicates the NO,Trp residue.
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Figure S14 MS/MS spectrum of the tryptic peptide
K187 APSSSSAGISE1*°W-NO,LDQK.L?** from electron trans-
fer flavoprotein subunit «, mitochondrial in the hippocampus
W-NO, indicates the NO,Trp residue.
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Figure S15 MS/MS spectrum of the tryptic peptide
K382, W383.NO,NTEDKVSHVSTGGGASLELLEGK.V%°7 from phos-
phoglycerate kinase 1 in the hippocampus

W-NO, indicates the NO,Trp residue. K# indicates the formylation of
the lysine residue.
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Figure S16 MS/MS spectrum of the tryptic peptide
K257 SFLI’®2W-NO,VNEEDHTR.V?>’* from creatine kinase U-
type, mitochondrial in the hippocampus

W-NO, indicates the NO,Trp residue.
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Figure S17 MS/MS spectrum of the tryptic peptide
R77.SGPFGQIFRPDNFVFGQSGAGNN°*W-NO,AK.G'** from tu-
bulin $-2A, -2B, -2C and -5 chains in the cerebellum

W-NO, indicates the NO,Trp residue.
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Figure S18 MS/MS spectrum of the tryptic peptide
K358, LAQSNG3°°W-NO,GVMVSHR.S*’® from o-enolase in the
cerebellum

W-NO,, indicates the NO,Trp residue.
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Figure S19 MS/MS spectrum of the tryptic peptide
K358 LAQENG®**W-NO,GVMVSHR.S3’®* from y-enolase in the
cerebellum

W-NO,, indicates the NO,Trp residue.
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Figure S20 MS/MS spectrum of the tryptic peptide
K®8_YPIEHGIVIN’°W-NO,DDMEK.I®®* from actin cytoplasmic
2 in the cerebellum

W-NO, indicates the NO, Trp residue. H§ indicates the methylation of the
histidine residue. M* indicates the oxidation of the methionine residue.
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Figure 821 MS/MS spectrum of the tryptic peptide
R3%4, ALQASALSA3“W-NO,R.G3!° from fructose-bisphosphate
aldolase C in the cerebellum

W-NO, indicates the NO,Trp residue.
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Figure S22 MS/MS spectrum of the tryptic peptide
K3%7 LIS3'*W-NO,YDNEYGYSNR.V3?2 from GAPDH in the
cerebellum

W-NO, indicates the NO,Trp residue.
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Figure S23 MS/MS spectrum of the tryptic peptide
K1.YRW®4.NO,TEYGLTFTEK.W’® from voltage-dependent anion-
selective channel protein 1 in the cerebellum

W-NO,, indicates the NO,Trp residue.
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