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Figure S6 Hierarchical clustered expression
profile of 533 silicon starvation responsive
genes (SSRG). Columns correspond to
log2ratio (fold change) of the time points
(2,4,7,8 and 9 h) relative to 0h of synchronized
cell culture. The intensities of the colors
indicate the magnitude of upregulation (red)
and down regulation (green). Black indicates
no change.
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