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SUPPLEMENTARY FIGURE LEGENDS

Fig S1. CEP192 interactome. FLAG-CEP192 expressed in HEK293 cells was
immunoprecipitated and the purified proteins were identified by mass spectrometry. As a
negative control, we transfected FLAG-HAUS4 or FLAG alone (data not shown). List of
protein interactions found in at least 2 out of 3 biological replicates and filtered for:
maximum frequency across the database = 5% (database contains ~2000 experiments),
minimum number of unique peptides in at least one of the experiments = 2. None of the
hits was detected in the control samples. The numbers listed in the columns represent the

total peptide number (spectral counts) for each hit across the 3 experiments (E1, E2, E3).

Fig S2. CYLD co-depletion rescues bipolar spindle assembly in CEP192-deficient
cells. A. Quantification of the spindle phenotypes observed in HeLa cells transfected with
the indicated siRNA. We show the average and s.d. of at least 3 experiments. B.
Quantification of CEP192 centrosomal levels in cells transfected with the indicated
siRNA. Each dot represents a cell where CEP192 signal and spindle morphology were
scored. The horizontal lines in the graph mark the range of comparable depleted levels of
CEP192 that we consider for the quantifications in Fig S2C. We show one representative
experiment out of five. C. Quantification of the spindle phenotypes observed in cells with
comparable CEP192 depleted levels (measured as in Fig 2D for the esiRNAs and Fig
S2B for the siRNAs). We show the average and s.d. of 5 independent experiments. D.
Possible model explaining the antagonism between CEP192 and CYLD in mitosis. I,
CYLD promotes microtubule polymerization/stabilization in interphase. II, at the onset of
mitosis, CYLD is inhibited by CEP192 to achieve a complete de-polymerization of the

interphase array of microtubules and/or preserve ubiquitination of CYLD substrates. III,



additionally, CEP192 regulates centrosome maturation and possibly microtubule

nucleation by activating NEDD1.

SUPPLEMENTARY TABLE
Table S1: CEP192 interactome. List of CEP192 interacting proteins identified by Mass
Spectrometry. Interactions were filtered to enable a maximum frequency across the

database of 5%.
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Figure S1

E1 E2 E3

CEP192 536 244 786
RBM12B 15 13 32
PJA2 14 2 9
CYLD 16 1 3
NEDD1 9 3 2
CEP85 6 3 5
BNIP3L 4 2 6
SDCCAGS 3 5 3
ALMS1 4 2 -
ZBTB10 1 - 3
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Figure S2
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Bait Gene Name: CEP192

Bait Gene ID: 55125 Yellow background marks the hits selected in Fig 1A and S1
Filter: Project Fequency > 5 Additional filters: Shared frequency < 67
Unique peptide < 2 in all experiments

Peptide Unique Peptide Frequency (in Shared

Experiment Hit Gene Name Hit Gene ID Hit Protein ID Hit Score Number Number Coverage database) Frequency
Exp 1 CEP192 55125 255003833 5041 536 93 38.7 3.5 100
Exp 2 CEP192 55125 255003833 3045 244 57 26.4 3.5 100
Exp 3 CEP192 55125 255003833 6287 786 115 40.4 3.5 100
Exp 1 56160532 56160532 56160532 428 20 8 19.8 100
Exp 2 56160532 56160532 56160532 191 7 4 10.5 100
Exp 3 56160532 56160532 56160532 579 47 10 23.6 100
Exp 1 RBM12B 389677 118722349 422 15 11 11.2 4.1 100
Exp 2 RBM12B 389677 118722349 334 13 8 7.8 4.1 100
Exp 3 RBM12B 389677 118722349 668 32 17 18 4.1 100
Exp 1 PJA2 9867 157412255 399 14 6 11.9 2.5 100
Exp 2 PJA2 9867 157412255 59 2 1 1.6 2.5 100
Exp 3 PJA2 9867 157412255 254 9 5 8.8 2.5 100
Exp 1 CYLD 1540 14165258 356 16 7 9.3 1.9 100
Exp 2 CYLD 1540 14165258 39 1 1 1.3 1.9 100
Exp 3 CYLD 1540 14165258 158 3 3 4 1.9 100
Exp 1 NEDD1 121441 206597470 335 9 5 9.8 2.5 100
Exp 2 NEDD1 121441 206597470 103 3 2 3.7 2.5 100
Exp 3 NEDD1 121441 206597470 41 2 1 2.1 2.5 100
Exp 1 CEP85 64793 40538794 193 6 5 9.3 1.9 100
Exp 2 CEPS85 64793 40538794 95 3 2 3 1.9 100
Exp 3 CEP85 64793 40538794 232 5 4 5.5 1.9 100
Exp 1 SDCCAGS8 10806 28269672 130 3 3 5.6 1.6 100
Exp 2 SDCCAGS8 10806 28269672 139 5 4 4.6 1.6 100
Exp 3 SDCCAGS8 10806 28269672 67 3 1 1.1 1.6 100
Exp 1 BNIP3L 665 4757860 73 4 1 6.8 0.6 100
Exp 2 BNIP3L 665 4757860 46 2 1 6.8 0.6 100
Exp 3 BNIP3L 665 4757860 122 6 2 15.1 0.6 100
Exp 1 FOXO03 2309 4503739 36 3 1 1.2 2.2 100
Exp 2 FOXO03 2309 4503739 32 1 1 1.2 2.2 100
Exp 3 FOXO03 2309 4503739 32 1 1 1.2 2.2 100
Exp 1 ALMS1 7840 110349786 92 4 3 0.9 3.8 67
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