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Table S1 (a). Assay Performance Measures. Calibration standard sample 

concentrations used and the corresponding mean estimated concentration (pg/ml) based 

on duplicate measurements for each cytokine.  

  ** Average of 2 duplicate samples. 
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Table S1 (b). Assay Performance Measures (cont’d). Calibration standard sample 

concentrations used and the corresponding mean estimated concentration (pg/ml) based 

on duplicate measurements for each cytokine (cont’d).  

** Average of 2 duplicate samples. 
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Table S2. Analysis of Variance. Significance of subject-to-subject changes in cytokine 

expression when compared with replicate error based on parametric a one-way ANOVA 

(ANOVA-1) and the non-parametric Kruskal-Wallis test. 
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Table S3. Overview of Results. Summary statistics and statistical significance of the 

change in Chalder fatigue score and in the expression in 16 cytokines measured in 

plasma for the PI-CFS group compared to control subjects.  
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Table S4. Cytokine-cytokine Correlation Structure. Pearson correlation coefficient r and associated null probability (p-value) for 

co-expression patterns existing between cytokines in the PI-CFS patient group and in the group of recovering control subjects. 
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Table S5. Alternative Classification Models. Performance of linear classification models were IL-5 has been substituted for IL-23 

or IFN-γ or both to resolve collinearity issues with the latter by simple truncation. Statistics are shown for classification performance 

where a 90% confidence in assignment is imposed (Linear cw 90% conf.) and where the score alone is considered (Linear 

uncorrected).  
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Table S6. Sensitivity study of n=4 Absent PI-CFS Profiles. In order to assess the impact of the n=4 sets of duplicate cytokine 

profiles missing from the n=13 PI-CFS subject group, a series of 20, 50 and 100 simulation experiments were conducted. In each 

experiment a random set of n=4 sets of duplicate samples were selected from the recovered control data and added to the PI-CFS 

set. A stepwise regression model was then used to select discriminating cytokines based on this artificially augmented data. Below is 

the frequency with which each cytokine was selected in the 50 regression models. 
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