
Table S1. Gene information and evolutionary models selected by jModelTest for BI and ML 
phylogenetic analyses. 

Gene region Genome: Gene Type Position in data set Evolutionary Model 
COI 1st position Mt: Protein-Coding 2-1474\3 HKY+I+G 
COI 2nd position Mt: Protein-Coding 3-1474\3 HKY+I+G 
COI 3rd position Mt: Protein-Coding 1-1474\3 K80+I+G 
COII 1st position Mt: Protein-Coding 1475-2155\3 GTR+G 
COII 2nd position Mt: Protein-Coding 1476-2155\3 GTR+G 
COII 3rd position Mt: Protein-Coding 1477-2155\3 HKY+G 
16S Mt: Ribosomal 3251-3676 HKY+I+G 
28S Nu: Ribosomal 2156-3250 GTR+I+G 
Ef1α 1st position Nu: Protein-Coding 3679-4552\3 HKY+G 
Ef1α 2nd position Nu: Protein-Coding 3677-4552\3 JC+I 
Ef1α 3rd position Nu: Protein-Coding 3678-4552\3 GTR+G 
 

Table S2. Model log-likelihood scores for variations of the ratio of aquatic-terrestrial:terrestrial-
aquatic transitions using the DEC model in Lagrange with dispersal and extinction rates for each. 
Bold font indicates significantly better log-likelihoods (i.e., greater than 2 lnL units) than the null 
(1:1) model. Red font indicates the parameter setting used in the plot of ancestral character states 
on Figure 3. 

Ratio -Log-likelihood Dispersal rate Extinction rate 
1:10 59.94 0.08916 0.1164 
1:5 58.86 0.1658 0.09365 
1:1 (null) 57.66 0.5703 0.08724 
2:1 56.56 0.4363 0.147 
5:1 55.35 0.2455 0.1915 
8:1 55.08 0.1687 0.1996 
9:1 55.05 0.1527 0.201 
10:1 55.03 0.1395 0.2021 
11:1 55.02 0.1283 0.203 
12:1 55.02 0.1188 0.2037 
13:1 55.02 0.1106 0.2044 
14:1 55.03 0.1035 0.205 
15:1 55.04 0.09724 0.2055 
20:1 55.10 0.07463 0.2076 
50:1 55.49 0.03119 0.2142 
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