
Table 3: Estimated R0 and R for different regions and subtypes.

Country Subtype R0 estimate R estimate R in empirical studies

Finland H1N1 1.24 (1.19–1.30) 1.06 (1.03–1.22) 1.1–1.2
∗

H3N2 2.15 (2.03–2.28) 1.04 (0.54–2.06) 1.1–1.7
∗

Either 1.1–1.4
†

Australia H1N1 1.40 (1.33–1.50) 1.15 (1.08–1.37)

H3N2 1.11 (1.09–1.13) 1.00 (0.91–1.02)

Either 1.1–1.5
‡

Model estimates of expected value are shown, with confidence interval in parentheses. Values of R calculated in

empirical studies are provided for comparison. ‘Either’ means that subtype was not specified.

∗
Data from Norway[35].

†
Data from France[34].

‡
Data from Australia[34].

Table S1: Assumed dates of appearance of new clusters.

Subtype Year Cluster

H1N1 1977 A/USSR/90/77

1979 A/Brazil/11/78

1983 A/Chile/1/83

1986 A/Singapore/6/86

1996 A/Bayern/7/95

1997 A/Beijing/262/95

1999 A/New Caledonia/20/99

2006 A/Solomon Islands/3/2006

2007 A/Brisbane/59/2007

2009 A/California/7/2009
∗

H3N2 1968 A/Hong Kong/1/68

1972 A/England/42/72

1976 A/Victoria/3/75

1978 A/Texas/1/77

1980 A/Bangkok/1/79

1987 A/Shanghai/11/87

1989 A/Beijing/353/89

1992 A/Beijing/32/92

1996 A/Wuhan/359/95

1997 A/Sydney/5/97

2003 A/Fujian/411/02

2004 A/California/7/04

2005 A/Wisconsin/67/05

2007 A/Brisbane/07

2009 A/Perth/09

∗
As the pandemic H1N1 strain did not arise from antigenic drift, we assume that no other strain gives immunity to

this strain, and vice versa.
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